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Embryonic MAP2c, the low molecular weight form of microtuble
associated protein MAP2, is encoded by a 6 kb mRNA transcript
(1). The sequence of 1644 nucleotides including the entire coding
region (1401 bp) of the MAP2c are shown below. The open
reading frame starting at the first 5’ ATG encodes a 467 residue
protein of a predicted Mr=49,299 Da. Sequences were obtained

weight rat MAP2 shows a 100% identity. The homology between
the mouse (4) and the rat nucleotide sequences is approximately
94%. For more details see ref. 1. The MAP2c splice-site is
marked by an arrow; the three repeats encoding the microtuble
binding-site motif (4) are underlined.

REFERENCES

from a cDNA clone, 38a (2) and a 700 bp fragment recovered
from C6 glioma cell mRNA by the polymerase chain reaction 1. Papandrikopoulou,A., Doll,T., Tucker,R.P., Garner,C.C. and Matus,A.

(PCR) (3). The 700 bp fragment contained 5' non coding ) (1989) Igag’m}fsp;ﬁfma 7. Cell Biol. 106. T79—783
, .. L. . Garner,C.C. atus,A. . Cell Biol. s —783.
sequences and extended 3' past the alternate splice-junction in 3" gropan M A, Dush,M.K and Martin,G.R. (1988) Proc. Natl. Acad. Sci.

MAP2c (1). Comparison of the rat MAP2c nucleotide and amino USA 85, 8998—9002.
acid sequence to cDNA clones encoding the high molecular 4. Wang,D., Lewis,S.A. and Cowan,N.J. (1988) Nucl. Acids Res. 16, 11369.

1 GAATTCCACATAACAAACGTGCATTACTTTACARCTTGATTAGGAGACAGTACAGAGATCTGAA! 'GACGAGAGGAAAGACGAAGGAAAGGCAC
* M A D ERIKDEGI KA AP

101 CACACTGGACATCAGCCTCACTCACAGAGGCAGCTGCACACCCCCACTCGCCAGAGATGARGGACCAGGGAGGCTCAGGGGAAGGGCTGAGCCGCAGCGC
H W T S A SLTEA AA AARAESEBPUHSTPEMMTEKDOQGSGSGEGL SRS A

201 CAATGGATTTCCATACAGAGAGGAGGAGGAAGGCGCCTTTGGGGAGCACGGGTCACAGGGCACCTATTCAGATACCAAAGAGARCGGGATCAACGGAGAG
N G F P YRETETETETGA ATFGEH HGSQQGTYSDTZ KENSUGTINGE

301 CTGACCTCAGCTGACAGAGAAACAGCAGAGGAAGTGTCTGCAAGGATAGTTCAAGTAGTCACAGCTGARGCTGTAGCAGTCCTGAAAGGTGAACARGAGA
L T S ADURETA ATETEVSARTIUVOQVYVVTAEA AV AVLEKSGETZ QEHK

401 AGGAGGCCCAACACAAGGATCAGCCTGCAGCTCTGCCTTTAGCAGCTGAAGARACAGT TAATCTGCCACCTTCCCCACCACCATCGCCAGCATCAGAACA
E A Q E KD Q,P A ALPUILAAETETV VNTLTPZPSZPUPUPSZPASENZQQ

501 AACAGCTGCACTGGAAGAAGCAACAAGTGGTGAATCAGCTCAGGCTCCCAGTGCGTTTARACAGGCGAAGGACAAAGTCACTGATGGAATAACCAAGAGC
T A ALETEA ALTDSGESAQA AP SATFI KO QAKDTI KVYVTDGTITHZKS

601 CCAGAAARACGTTCTTCCCTCCCAAGACCTTCCTCCATCCTCCCTCCTCGCAGGGGCGTATCAGGAGACAGGGAGGAGAACTCGTTCTCTCTGAACAGCT
P E KRS SLPRTPS S ILPPRRGV S GDRETENSTFSLNSS

701 CCATCTCTTCAGCACGACGGACCACCAGGTCAGAACCAATTCGCAGAGCAGGAAAAAGCGGCACCTCAACACCTACTACCCCTGGATCTACTGCAATCAC
I S SARRTTRTGSTETPTIRZ®RAGI KT S GTSTPTTZPGSTATIT

801 CCCTGGCACTCCTCE: S 3CTACTCTTCACGTACCCCAGGCACCCCTGGAACCCCGAGCTATCCCAGGACACCAGGARCCCCCARATCTGGCATCTTGGTG
P G TPP S Y S SRTPGTUPGTZPSYPRTZPGTZ®PIKSSGITLYV

901 CCCAGTGAGAAGAAAGTTGCCATCATTCGCACTCCTCCARRAGTCCCCAGCTACTCCCAAGCAGCTTCGGCTCATTAACCARCCTCTGCCAGACCTGARGA
P S E KKV ATITITZRTTPZPIXKSZPATTPIZ XK QLRLTINOQEPULEPDTILIKHKN

1001 ACGTCAAGTCCAAAATCGGATCAACCGACAACATCAAATACCAGCCTAAGGGGGGTCAGGTACAAATT! TAGACTTAAGCCATGTGAC
vV KSKIGSTDNTIIZEKTY QQEPZ KSGGO OQVQTIVTEKE KTIDILSZEVT

1101 TTCCAAATGTGGCTCTCTARAGAACATCCGTCACAGGCCAGGTGGTGGACGCGTGARGATTGAGAGTGTAAAGCTGGATTTCAAGGAGARGGCCCARCTT
s K ¢ 6 S LKNTIURUETREPG GG GRVYVEKTIESVIE EKLTDTFIZ KTET KA ADQOQA2A

1201 m’!GGCTCACT’!‘GAC.AATGCTCACCATGTACCTGGAGGTGG‘!MCG’!GAAG&TTGACAGCCAAMGCTGMCTTCCGAGAGCATGCAMGGCCCGCG
KVGSLDNAB!VPGGGNVKIDSQKL“FRB!A!ARV

1301 TCGACCACGGGGCTGAGATCATCACACAGTCGCCAAGCAGGTCAAGCGTGGCGTCTCCCCGGCGACTCAGCARTGTCTCCTCTTCTGGAAGCATCAACCT
D EH GAETI I TQSP SRS SV ASPURRBRLSNYVSS S G S5 1INTL

1401 GCTCGAATCCCCTCAGCTGGCCACTTTGGCTGAGGACGTCACTGCGGCGCTCGCTARGCAGGGCTT TCCTTCTCATCTAGCACTGAAGTACCATT
L E S P QL ATULAETDUVYVTH AR ALAIKTZ QGTL

1501 TAGGCATGAGCTCTTGGCAGGAGTGGGCTCTGAGCAGGTGTCATATTCATTCTTTACAAACCATAGATAAATAATCTCATCCCCCAACTGTAGTAATTGT

1601 TACARTTTTATATARARAAAAAAGAATAGTATATGCAGAAAATG



