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The archaebacterium Methanobacterium thermoautotrophicum
(Marburg) contains a circular multicopy plasmid, which has
previously been characterized with respect to its size and major
restriction sites (1). A short transcript has also been mapped (2).
It is hoped that this plasmid can be converted into a cloning vector
(3). We report the complete nucleotide sequence below.

The direction of its presentation is opposite to the one chosen
before, in order to show the identified open reading frames
(ORFs) in 5’ to 3’ orientation. We have found sequences
complementary to the 3’ end of the 16S rRNA in front of three
of the four indicated ORFs. They are believed to be ribosome
binding sites. Note the excellent homology to the IRNA sequences
of the first of these sites.
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TTTAOGGTGTTTCCCAAAT T
TAT TGAT 2119 2129 2139 2149 2189 2169 2179 2189 2199 2209 2219
10 20 30 40 50 60 70 80 90 100 110 N P M ETHEDVVETFTIVDVRAFTIHDNL QT®PPDVTCNEPVYT
GATCACCT TTAAGGGTTG T TaG AATCCCATGGAGACACATGAGGATGTTOTTOAATTCAT
121 131 141 151 161 17 181 191 201 211 221 2230 2240 2250 2260 2270 2280 2290 2300 2310 2320 2330
1 LGNGIKHGPLETGGES S NHGDI KHRDLVLTRAGS STIVGNRYV
232 242 252 262 212 282 292 302 nz 322 332 TTOGTOT
M N S NS KKEVYKMHFE 2341 2351 2361 2371 2381 2391 2401 2411 2421 2431 2441
\AAGGAGGTGA/ TTTGA N 8 EN K GS EP S DEMNTCFPQEKNTYTY S GV GGDLGQAETYTDALN
343 353 363 313 383 393 403 a3 423 433 443 T TAT
R S 1 T L W I KH ADFE LV GQKZYRGRDLYETYLFIRKGSTEKPTIH 245: 2462 2472 2482 2492 2502 2812 2622 2532 2542 26552
TTTGAAT ToT AR GDDSMIGELTEARTIPPDTTPENTLTETERRVTLEKTEKTI KTLTEKDRK
454 464 an 484 494 504 514 524 534 544 854
T A TG KX TS NLYETIZITISEDTKG GPDEALSKTITIGDTTFTEDTDTINTI 2563 2673 2683 2593 2603 2613 2623 2633 2643 2663 2663
8 1 8 AGE KX MNELLTEKTELG GGV LS TLMRETPVDNTERTIVETYH AR KTE
6t 578 585 595 605 615 628 635 845 658 [X
L LRGGPFHDDNIKTPEG GV LELTIQHTILLAGEVLHPGGDUVI 2674 2684 2694 2704 2714 2724 2734 2744 2754 2764 2774
L GEVRRETIGEDMNG QGGG @ M P LS L AT N R VP EAWRDLIITI
876 686 696 708 716 126 738 748 756 766 176 \TTA' ATCTGATCATA
E P QS P KDY PEKTIQAYADGQLTINDDSTIDILESTITRVIGE 2788 2795 2805 2815 2828 2835 2048 2855 2865 2875 2885
8 A M 8 NLAPLGR P N TKEKPFTDRERLGEMNLSGETDMG GTVHMNETIL
787 197 807 827 837 847 857 867 877 887 TCAOCTA! ’AACCTCGCACCCCTCAGOAGGGATCCOAAT,
A M Y GDEGKA AV KLLTLTLSIGTTLFLRDTPPVHQALRGSTGS 2898 2908 2916 2926 2936 2946 2956 2966 2976 2986 2996
AT G 1 AV AEGTPFLETYDODMYRLTILGPAGTETESYJVRLSSRVYVIKVET
898 908 918 928 938 948 958 968 918 988 998 \TACGATGATCATTACAGGCTCA' A TTGAGGAG
G KT DLV LKTVLAVPERSYVHILRSASPEKTYLFYASETGI 3007 3017 3027 3037 3047 3087 3087 3077 3087 3097 3107
..... TAT TR RLTLRRALPRRPERDIEKTBRRACRMHTLSTLGDIKALTYDYYYHG
1009 1019 1029 1039 1049 1089 1089 1078 1089 1099 1109 TGACACT T
L R E DY F VFDDTIERLNGDETITILIATILISKTITODNTIEILPTET KT DTT 318 328 3138 3148 3158 aes 3178 3188 a9e 3208 3218
...... TOAGT c L e L LGGMNGUWEKSTHEHK 38 R 8 XK 8 P XK PS8 S NPLRSSGZ G
1120 1130 1140 1150 1160 1170 1180 1190 1200 1210 1220 GGCCTGTGAATTATAATTCAATGTCCTTGTTGAGTGGAATGTGGAAGTCAACAAAACCCTCAAGA! GGTCTTCAGOTT
PMK D Q E A K LETIPGEGTILAILIFTRARDTIHKDNTETLNDRLLY 3229 3239 3249 3259 3269 3279 3289 3299 3309 3319 3329
L N8 GMNSSRLNGSTIKTSSLRSGHSRSSNTOGRSSRQKS I S G S
1231 1241 1251 1261 1271 1281 1291 1301 1311 1321 1331 TGTCA AAAAGTCTATTAGTGGTTCAT
N NPV EDTETDH SRFVYV KEKTIEKTETEATISGSV MNDDTEKRTIMNTEALTYTE 3340 3350 3380 3370 3380 3390 3400 3410 3420 3430 3440
LGS NPI S S 3 RLNSEKTLTLSSTIFHNRC ¥ 1 N NF GNF
1342 1352 1362 1372 1382 1392 1402 1412 1422 1432 1442 TAGOGTCAAATCCTATTAGTTCTTCCAGATTGAACTCT! A \TGTGTAAATATCTATATCCTCCATGGATTAATAATTTTGGGAATTTTG
v I RAVYERLTIEGO DV RV YNPYTLHLLDLERGYS SNRDIKTHI 3451 3461 347 3481 3491 3801 3511 3521 3531 3541 3851
G R VEPGPPLIER RXNLEKEKS KT KTIEKIEKTIBHKPWTGTFPYNGQVLSE
145 1463 1473 1483 1493 1503 1513 1523 1833 1643 1583
G L VK AV v HW KRR R EGS Y VREGGMHDITIT1I1G6TTETDTDL 3562 3572 3582 as92 3602 3612 2622 3832 3642 3652 3862
GTTGGACT K AKKYXKTIRGE®
156 1574 1584 1594 1604 1614 1624 1634 1644 1654 1664 TT TTT
R D AL EL ¥ MNSIDTLQRYHKTLDRIKS GET KTFTLTSKSLPEYSDELY 3673 3683 3693 3703 3713 3723 3733 3743 3753 3763 3173
1675 1685 1695 1708 1718 1725 1735 1745 1755 1768 1778 3784 3794 3804 3814 3824 3834 3844 3884 3864 I8
x H T NS 1 F ¥ D P E L PTVY SGLAERRLGLSTEKSTIYRWY NG AGTOACACTTTACTTCGGTATATCATTATATTACGAAGTCAAATCATGGTACTOTGCCOATGTTA! \TTGTTTATACTGTGACACACCATAGTTAT
TCAATCTTT TCC \TCAACAATATATCOGTGOOTTAATGGG 3895 3905 3915 3926 3935 3945 3985 3965 39
1786 1796 1806 1816 1826 1838 1848 1856 1866 1876 1886
R HEKDRDIE D KGN KG LV IIKPLEGTPTENPTEKS®PSLIZY 4006 4016 4026 4036 4046 4056 4086 4076 4086 4096 4106
TGTCATTATCAAACCACTGGAACCTGAGAATCCTAAATCACCCTCATTGATAT AC AGATCAAAAAAGTTGACAGGTCATAGTGACACTCTCCCCTATTAGCGAGGCATTTTAACTCTTTTTATGCTTTTA
1897 1907 1917 1927 1937 1947 1987 1967 1977 1987 1997 4117 4127 4137 4147 4157 4167 4177 4187 4197 4207 4211
R XK P G 1 VGKHLOGLEKNGG GEA ASTESGFTTLFPSVDMNDLGTATE caatT TAACTOTTT T
T 4128 4238 4248 4268 4268 4278 4288 4298 4308 4318 4328
2008 2018 2028 2038 2048 2058 2068 2078 2088 2098 2108 AGT
N ARIWEKK 8 Q1 Q@8 NTITGQ@DSNLTI QEWTLODNNT 4339 4349 4389 4369 4379 4389 4399 4409 a9 4429 4439
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Figure 1. Nucleotide sequence of pME2001. Putative ORFs are indicated by way of their derived amino acid sequences. Underlined bases are complementary to

the 3’ end of 16S rRNA.



