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‘Classical nitroreductase’ is an enzyme involved in the = ACKNOWLEDGEMENT

intracellular metabolic activation of mutagenic nitroarenes (1).

We have already cloned the nitroreductase gene of Salmonella

typhimurium TA1538 (2) and determined the nucleotide sequence

by dideoxy sequence analysis of both strands. Below is shown

the nucleotide sequence of 1690 base fragment which contains ~ REFERENCES
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the nitroreductase and its molecular weight was estimated as + Watanabe,M. e al. ( wa fes: 250 ’

28KDa, which is close to the calculated molecular weight of

23,955. Possible sequence of —35, —10, S.D. and rho-

independent transcriptional termination signal are indicated.
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GGATCCCCAAAAGTCCCTGGTAAATCAACAAATTTACCCCAGCATTGCGCCTGGCTATCACATGAATAAGAAACACTGGATTTCAGTCTA 90
TGCGGGCGAGGATATCACCGTCTCGCTACTCAACGATTTGATAAATGACTCATGGAATCTGGTCGTAGACGGGCTGCCTAAAAGAGAGCA 180

ACTGOGCCTGCGGCOGCGCTGATGCAA MCCGPPNCGCAMCOCP%‘A%E{PMACCGAW?OCC%GCMATACAA 270
AAGGGTACTAAACCAACCAGGAGCATTTATGGATATCGTTTCTGTCGCCTTACAGCGCTACTCCACTAAGGCGTTCGATCCCAGCAAAAA 360
(sb) M DIVSVALG QRYJSTZ XA ATFTDTPS KK

ACTGACCGCCGAAGAAGCGGATAAAATAAAAACACTACTACAGTACAGCCCCTCCAGCACCAATTCCCAGCCGTGGCACTTTATTGTCGC 450
L TAEEA ADI KTIIKTTLTLUG QY S?PSSTNSOGQPWHT FTIUVA

CAGTACGGAAGAAGGCAAAGCGCGCGTAGCAAAATCOGCTGCCGGAAACTACACGTTCAACGAACGCAAAATGCTGGACGCCTCCCATGT 540
S TEEGI KA ARVAKSAAGNTYTV FNERIKMLUDASUHYV

GGTGGTCTTCTGCGCCAAAACCGCAATGGATGACGCATGGCTTGAGCGCGTCGTCGATCAGGAAGATGCTGATGGCCGTTTOGCTACGCC 630
VVFCAKTAMDUDA AWLTERVVYVDQETDA ADSGRTFATP

GGAAGCTAAAGCGGCAAATGATAAAGGTCGCCGCTTTTTCGCCGATATGCACOGCGTCTOGCTGAAAGATGACCACCAGTGGATGGCGAA 720
EAKAANDI KGR RRTFFADMUHERVYVSLI KXKDUDUHOQWMATK

GCAGGTTTATCTGAACGTCGGCAACTTTCTGCTGGGCGTCGCCGCGATGGGTCTCGACGCCGTCCCCATTGAAGGTTTCGACGCCGAGGT 810
Q VYLNVGNTFILILGVAAMGLUDAVZPTIEGTFUDA AE/UV

GCTCGACGCTGAATTTGGTCTGAAAGAAAAAGGCTATACCAGTCTGGTCGTGGTGCCGGTCGGCCATCATAGCGTCGAGGATTTCAACGC 900
L DAEFGLI XKEIKGYTS SILVVVPVGHUHSVETDTFNA

CGGGCTGCCGAAATCACGTCTGCCGCTTGAAACCACACTGACGGAAGTTTAATCCCCTGCCTAAGCCGGACGCCCGTCCGGCTTTTTTICA 990
G LPKSRLZPLETTTLTEV* > < edededbdd

CCTTTCTGCCAGGTTCCTCAATGATCAATGGCGCGAAGTGCCAGGT TTTACATCGCTAGTGTTAACTTCCTCTTTCAATTTATTGAAAAT 1080
AAATAACATTTAAAACTGGCACGCCGTTTGCCATATCTGGATACCCCCTATCTGGATGAAGGAGAAAACGGGTGAGACATGTTTATGTAG 1170
TCGCTGCTGA' COGGTTTGOGCCT.

CCAGCCATGGCCCTTTTGCCCGOGGA
ATGGCGATATTGTCACCACGGAGCAGCTTGAACAAACCCTCGAAAATCTGATCGCGCAAGCCAACGGCGAAGAAGTGGTGGTGTTTACCG 1350
ATCTGCTCGGCGGCAGCA' CCGTCACGTTTTTGTGGTGGCTGGCGTCAACA'

TGTTGCTGGAGTTTTTACTCTGTGAAGAAGAAAGCACAGA( TTACCTACGCCACCAATGOGGCGCGTGAA!
TCAACACGCTAATAACACAACCATCCGCTGACCTACAGGGAGAATCCCATGATCAAATTAGTGCGCATTGATTACCGCCTGCTGCACGGC 1620
CAGGTGGTCTTCGCCTGGACCCGGGOGCTGGATATCGACCATATCATCGTCGCTAACGCCAACGCCGCCG 1690



