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A genomic clone for SH-EP was isolated from a Vigna mungo EP. Initation and termination codons and the putative
genomic library in lambda DASH with the SHE-EP cDNA probe polyadenylation signal are underlined.

(1). We give here the nucleotide sequence of the gene together

with the deduced amino acid sequence. Nucleotides are numbered

from the initiation codon. Asterisks are positioned below the first ~ REFERENCE

and last residues of the nucleotide sequence of cDNA for SH- 1. Akasofu,H. et al. (1989) Nucl. Acids Res. 17, 6733.

=1676 AAGCTTAACTTTTGAGGCAGAGCTTGTAAATTGTAACAGGTGAGGTAGAAAGACGGAAAGTACTTTTAATAATAAAAGGTTTGAAAAATTAAGAAAAGANGANGAANATA
<1566 TTTTGTGAGTGCACGCGATGGATCTAATCCTTCCATGAAAAAGAATATCAAGAATAACAAAAATTGACAAAATCAGOGAATACTTCACCCAAAAGTCTACACAATAATAA
=1456 ATGCTAAATCACATATAATTTGTGATGCATAACGCATTACGCTATCGTAATCCTTTACAACAAGCAAGAACGTCATCCCAGAATCTCAACTCAAATCAAAACCGTTCATT
=1346 CATAAATAAAAAATATTCTTACATTCTTTTGCAAATAGAACCTTTGCCAAATTGAAATAACAAACTCTAGGTATTTGTCAAATTAACTTACCAACTTCTCGTTATATAAT
=1236 TTTAGATTTATAATCATGTCTATAAATTATTTCTATACACTCTCTCTCAAATTTGACCTTTACATTCTGTGATTTATTTGAACAGAATAAATCACTGTAAAACTANACAA
<1126 CTCTTTAAAAAAGGTAAATTAGGAAAAGTCGAAATCAATAAATTATAAATCAATCCCTAGAAAACTGCAAGATAATATTCTTACCAAAATCATTTAAATAAATTTGTANG
=1016 TTTTTTCTTTATACCAATTTTCTGAGACCCAGAGACATTCTTAAATTCATAACAACGGTTTTAAGTATCAGAGTATAACATCTTTGTATAMATAGATTTTTGAACGTTCA
=906 ATAACTAACACGTCAGTTTTTGTTTCCACGTTGTACGTTTAATAACAATAAATGCGTGAGTTAGATTACTAATCAGAAGTTAGANGTGTACAAGACTARCTTTATACAGA
=796 AATATATTGTTTCAGACTGCACTTTATGGTGCGTAGCACCTCAAAACTCTTACCTTTCGCATACATTTTCACACTTCATCCAAACCTTTCGAAAAGTCACTTCCCTTATA
=686 TTAAAGGACTATGATATAAAAAAGACTATATGTGTTACTAATTTATTGGTTTGTATATTTGTAATAAATCGTTCCATCAAGAGGAGCTATCACATATTGAGANCAGTAAA
=576 AAAAAAAAAAAGTTGGTAAAAAAACATTTTCTTATATTATATCATAAAATCAGTTACCATAGTATTTTAGAGTTTTCAGAATANTGCTTCACCCAACTTGCAACTCATTG
=466 TGCCTCAAAACAGGACGTAACCATGTTACTCACTCTCCTGCACAACCCCTTGTTAMACTGATAGCGTGATCAGCATGCAAGAGAANGATGATTCTTGANGCATACGATAA
=356 CAGATTGAATGTGACAAAAAGTTTGTGTCTCAGCTTCAGGGTCGGCACCTAATACAAAAGGAAAATTTGTCAGGTTTCCTTCCGTAGTTTCATTCACTATTATTGANTCC
=246 TTTGGCTACCATTCTTGAGAAACACAAACACTTCTTATATCTGTTCTACACAATTCTCTGAGTGCGTGCCACAGTTTGGTATCTTCATGATTGCTCATTGTTCATGCCCA
=136 TAAGGAACATGTAACTTCCTCATTTATTTATTATTGCTTTTGTTTTCTTCTCACTAGTTAACTTTCGTTTCCCTATATAAMACCCTCCTTTGTTCCCTTCCCTTCCCATCT
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1845 ATCACTTTGAAGATACACAATGACATTTTATTTTTGGATAGACTATTATATTGGAACACGCATTAGATGACAGATAGANGCTAGACATGATGANATATGTAGCAAGAAAA
1955 TTATCAGAATTGATCCATGATCAGCCATAGCACCTGATGGGATCAGTGCANCCTTTATCTGCTGACTGTTTGTTGCTTTCACCTTTTCCTCCACCCTTCTCCAGATATTG
2065 CTGATGGTAGTCCTCTGCTTTGTAAAACCTCTTAGCTGGAAGAATTTCTGTCACAATCTTCTCCTTCAACTCCAACTG TTTTGCTTCTTTCGATTCCTGGGCTAANCGAG
2175 CCTGCTCTTCGTCGTAGTAGTATATTCCTGATCTATACTGTGCACCCACATCATTGCCCTGAGATTTATTCATACAGAATAAACAACCAAAAATATANCATAATATTATC
2285 ATAAATAATATAATTAAAAAGAAAAAAATAAAAACTTAAAATCCATTAGCCGCATGTTCATATTGGCGTAATTTACGTACCTGGOGGTTGATGGAAGTTGGGTCATGTCG
2395 AGACCAAAACAGAGCAAGCAGATCCGTGTAGGGGGAAACTTCGGGTCGAACTGAACCCGAACCACTTCAACGTGGTTAGTGG TTCCGGTGCAAACCAGTTTGTAATCTGG
2505 ATCAGGTGTGTGGCCCTGAGTATATCCGACCTCGGTCTTTACGACTCCCAGAATTC



