Nucleic Acids Research, Vol. 18, No. 7 1903

Nucleotide sequence of the genes for ribosomal protein
S4 and tRNA*¢ from the chlorophyll c-containing alga
Cryptomonas &

Susan E.Douglas and Dion G.Durnford .
Atlantic Research Laboratory, National Research Council of Canada, 1411 Oxford Street, Halifax,
Nova Scotia, Canada B3H 3Z1

Submitted February 20, 1990 EMBL accession no. X51511

Cloning and mapping of the plastid genome from Cryptomonas polymorpha (62 %), followed by Nicotiana tabacum (57%) and
@ has shown that the gene arrangement in this alga differs Zea mays (55%).

significantly from land plants (1). Sequence analysis of the region

upstream of rbcL revealed the presence of the genes for ribisomal

protein 4 (rps4) and tRNAA™. The location of these genes ACKNOWLEDGEMENTS

approximately 1.5 kb from rbcL is different from the arrangement The technical assistance of Jeff Gallant is gratefully appreciated.
found in land plants where the genes are separated by a least This is NRCC publication number 31135.

5 kb of DNA which encodes several genes (2). Furthermore,

in land plants, rps4 is usually flanked by the genes for tRNASer REFERENCES

and tRNA Thr rather than tRNAA™ as found in this alga. rps4

is encoded on the same strand as rbcL but tRNAA® is found on 1. Douglas,S.E. (1988) Curr. Gen. 14, 591-598.

2. Ohyama,K., Fukuzawa,H., Kohchi,T., Shirai,H., Sano,T., Sano,S.,

the opposite strand. The rps4 gene product from Cryptomonas Umesono K., Shiki, Y., Takeuchi,M., Chang,Z., Aota,S., Inokuchi,H. and
® shows the highest amino acid similarity to that from Marchantia Ozeki,H. (1986) Nature 322, 572-574.
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Nucleotide sequence of the region upstream of rbcL from Cryptomonas ® containing the genes for rps4 and tRNAA™. The gene for rTNA”™ is indicated by underlining
(positions 1 —73) and the deduced amino acid sequence of rps4 is shown beneath the nucleotide sequence. Both strands were sequenced for the entire region presented.



