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The nucleotide sequence of a DNA fragment (O-11.2 %) from sequenced, at least in the same polarity. According to our data
avian adenovirus serotype FAV-1 (CELO; chicken embryo lethal the 0-11.2% fragment fails to transform primary cells unlike
orphan virus, strain Phelps) genome has been determined. The the 0-18% fragment which has transforming activity. Thus the
leftmost 63 nucleotides of the sequence represent an inverted location of the transforming region in CELO DNA may be shifted
terminal repeat which coincides with the repeat sequence rightwards from the genome leftmost part.
published previously [1]. A region of the sequence positioned
at 3777 to 4216 including the VA-RNA gene is exactly identical
to the CELO DNA sequence reported in [2]. Open reading frames
of ElA and E1B transforming regions characteristic of analogous REFERENCES
(left terminal 0-11 %) fragments in mammalian adenovirus 1. Alestr6m,P., Stenlund,A., Li,P. and Pettersson,U. (1982) Gene 18, 193-197.
genomes were not identified in the CELO genome fragment 2. Larsson,S., Bellet,A. and Akusjarvi,G. (1986) J. Virol. 58, 60.

I 6AT6AT6TAT AATAACCTCA AAAACTAAC6 CA6TCATAAC C66CCATAAC C6CA6C6T6T CECTATACEC AAAATA6TTT TATH CPCAT AATAACCA
101 CACCCATAAA TATBAAT6AT ATCATAAATT AWTTTA TTTATTT6TT TTCTAACCAA TAC6AMTAC6 AATCTT6ACA 66AACA6ACA AATA6CTTCT
201 666TATCACA 6TA66CT6AC 6TCACTC66T CTCCATTTAA ATACAC6CA6 TCTCC6CCTC CCCBAATTTC ATACCT6TAT CAAATTAAC A66TTACTTC
301 C666TTTTCA CTCCC66TTC AACTTCC6CA TAC6TCACAT MCCC WTT AC6TATAACA T6ACTCCCA T66TAC6TAA TCATC6TAC6 AT6CAICCAC
401 CCAATCA6CT CC6TCCTTC6 ACTTCCT66T TAC6CCCAEC CAGTTAETTC CT6TTCC6CA TTHOCCA6 6AGBAACTCCT 6TAAA666TC TCC6TTAATT
501 TIT6TATTIT TC6666AATT A66A6TTTCC T66AATTTAA CTTITTACCT TTTCCTCTTC MGAMCMCBA ACTCTAGCT CC6CCTCTT6 CT6TCTACAA
601 AATTTTTC66 CTTCACTCCA ATT66ACTCT MACTCCSAAA A6TA6TA6CA CTT6CTTTBA AATCC6ATCC A6TCTC6C66 SCATACTC6 TCAAACtCC6
701 6AA66C66TC 6CAACCTATC 66666CA6CA TTAT66T6A6 T6ACC6TTTT TTTA6ACAT6 CCTTTTCTTA C6TCACAATA CTTACCCCA ATATT6CtA
801 T66T6AT66T 66C66TTAT6 ACACA6CATA TTAT6CAAAT 6ACT66AATC CAOATCCACC TAT666A666 CTCCTTTA6 ATATTCTTT TTTT61TTCT
901 TCT66T6C6T TCC66TATTC C6TCTTCTAT ACT6AC6TCA CABAAT6TTC CEA6AA6CTT TTCTAATT66 TC66TTATTC TCT6CCGAC TTCA6666TA
1001 TTTECATATA 66TAAAT6AA CAMATTCAA ABCATUCCTA AATTATAAT 6CCC6CAAT6 TATT6TAT AT6C6ACTC CBCTCCTATA AATAATTACA
1101 6A66TTTCTT AAT6t6TTCA BTTATATTCT ATATAT6TC TATA6A6C6C CCTACTTACT CTCT6AT66T TC66C66T6T CCATACTIAT T6CACT66A6
1201 TTTTTT6A6A CMTTO6A TECCETACAT SAATACATTA CCCCTMA66 TCCAAC6A6C AT6CTCTBAT TTTC6TACCC 6ACTAT6ATT 666TC66TAT
1301 AATTCCAAT6 CCA66A6ACA TT6CC6TA66 AACC66CC66 TA6AT66CA6 6ATATATt6 T6AAA6TTTT CCCETTATT TOMATATEB TTtCCCTt6AC
1401 TTCA666C6T 66AATC666T CT66ATAATT AAT6CTCTAT TA6ATA66T6 ATATTAAT6C ATATT6TAAA TAT6TATATA ATHECATACC TTBAACATE
1501 ACTTT6AA6T T6TCC6T6T6 TTCC6T6CCA TCATITTCTT CCT66T66A6 T6A6TA66TT CC6CT6TCCT C6TA6CT66C ATTAT6AAT6 6TT6T&AT
1601 6TTT66T666 6TTAAACTC6 6ATC&ATTTT 66AAACC6TT ATC666AAAT TT6ATTTCTA ATT66TTA6T 66AT6CATT TC66CTATCA CAATTTTTA6
1701 ATTTCCAAAC C6CCATTCAA AttTPTATTG CCCTTTCTET TTAGCCCCCA CACCCAATTC TATACTCCC CCTTTC66A6 C6TATA6A6T 6ATGTCC
1801 6CA6C6A666 T6ACCCCCAC CACAEAACT ACT6TA 6TA6CATT6T TCC66T6t66 6TATCT6TCT AATTTTCCAT TCCCTATATA MTCOCMTET
1901 AAT6A66AA CACCT6AMU A AA6TTTCCAT 6AC6CACACT 6CTTTATT6T TTTATATCAT TTC66ATTT CCCCECCC6T TTACATT6A6 CTBACETO AH
2001 CAACACDO 6A CC6CAATTAC COCEATAAEC AAACECTC AAAT6BCAAT T6TTCTA6AA ATABTTTTAT 66ATATCCA6 6T6T6CTAC6 ATT66T66AT
2101 TCTC66A6AC T6TAAA6TTT AT66t6A666 TTA66TTT6T TT6CT6ATCA ATGACECATT 66AAAATCCC 66CATCT6TT ATCA6CACA6 66T66A6A6T
2201 6A666T6TT6 TTTCC666AT CAAA6TCCAT 6TTT6CA6TA TA66CC66TC CTTT6TTTAT T6TTCT6TT6 6ACAAT6CCC A6CT6ATAAT ABTTTCE66T
2301 TCC6CATTCT CCA6CC6CAC CCATC6T6TA TAATTACC6T 6TTCAAATAC CT6TCCTT6T AA66TAAAA6 TATTTCCASC CCAA6TBTA 6C6TOM6TA
2401 TC6ATT6TCC CA6C66TT6T ACUTTATCA 6ATA66T66C 6TT6T6TCCC 6TTTC66A6A TCACA6T6TA CO66TTAGTT CCC6CATTCT TCTt66T66t


