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Complete cDNA sequence of the human p68 protein
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p68 is a conserved nuclear protein, first identified by its specific
immunological crossreaction with the SV40 large tumor antigen
(1). Recently, both proteins have been shown to possess RNA
helicase activity (2, 3). A full length cDNA (HPz) encoding the
human p68 protein was isolated from a Agtll library. The
nucleotide sequence has been determined using the
dideoxynucleotide chain termination method (4) and the amino
acid (aa) sequence deduced. The cDNA consists of 2309
nucleotides and shows an open reading frame encoding a
polypeptide of 614 aa with a Mr. of 69034. The cDNA may cover
the 5’ non-coding region of the p68 mRNA but does not represent
the complete 3’ end where two polyadenylation signals could be
identified. In comparison with a recently published, incomplete
aa sequence of the human p68 protein (5) there is 100% homology
within the overlapping region.
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GGGCACCTCATTCATTTCTACCGGTCTCTAGTAGTGCAGCTTCGGCTGGTGTCATCGGTGTCCTTCCTCCGCTGCCGCCCCCGCAAGGCTTCGCCGTCATCGAGGCCATTTCCAGCGA 118

CTTGTCCGCACGCTTTTCTATATACTTCGTTCCCCGCCAACCGCAACCATTGACGCCATGTCGGGT TATTCGAGTGACCGAGACCGCGGCCGGGACCGAGGGTTTGGTGCACCTCGATTT 238
M S G Y S S DRDURGRUDRGTFGAZPTRF 21

GGAGGAAGTAGGGCAGGGCCCTTATCTGGAAAGAAGT TTGGAAACCCTGGGGAGAAATTAGTTAAAAAGAAGTGGAATCTTGATGAGCTGCCTAAATTTGAGAAGAATTTTTATCAAGAG 358
G 6 S RAGPULSGI K KT FGNPGEIKTLVI KT KT KT ®WNILDETLUZPIKTFEIKNTFYOQE 61
CACCCTGATTTGGC TAGGCGCACAGCACAAGAGGTGGAAACATACAGAAGAAGCAAGGAAATTACAGTTAGAGGTCACAACTGCCCGAAGCCAGTTCTAAATTTTTATGAAGCCAATTTC 478
H P DULARIRTAQEVETYRRSI KETITVHRGHNTCEPI KUZPVILNTFYEANTF 101
CCTGCAAATGTCATGGATGTTAT TGCAAGACAGAATTTCACTGAACCCACTGCTATTCAAGCTCAGGGATGGCCAGTTGCTCTAAGTGGATTGGATATGGTTGGAGTGGCACAGACGGGA 598
P ANV MDVIARAOQNFTEUZPTAIOQAOQGU WPVALSGLUDMYV GV AQTG 141
TCTGGGAAAACATTGTCTTATTTGCTTCCTGCCATTGTCCACATCAATCATCAGCCATTCCTAGAGAGAGGCGATGGGCCTATTTGTTTGGTGCTGGCACCAACTCGGGAACTGGCCCAA 718
S G X T LS YULLUPATIVHTINUBHOQPTFIULERSGDS GPTIOCLVULAPTHRETLASGQ 18
CAGGTGCAGCAAGTAGCTGCTGAATATTGTAGAGCATGTCGCTTGAAGTCTACTTGTATCTACGGTGGTGCTCCTAAGGGACCACAAATACGTGATTTGGAGAGAGGTGTGGAAATCTGT 838
Q VO QVAAETYU CRACRLIKS ST CTIYGGAPIKTGEPA QTIRUDTLERSGVYETITC 221
ATTGCAACACCTGGAAGACTGATTGACTTTTTAGAGTGTGGAAAAACCAATCTGAGAAGAACAACCTACCTTGTCCTTGATGAAGCAGATAGAATGCTTGATATGGGCTTTGAACCCCAA 958
I ATPGRIULTIDVFTLET CGI KTNTILRIRTTYULVLDEADI RMLTUDMMGT FETZPAQ 261
ATAAGGAAGATTGTGGATCAAATAAGACCTGATAGGCAAACTCTAATGTGGAGTGCGACTTGGCCAAAAGAAGTAAGACAGCTTGCTGAAGATT TCCTGAAAGACTATATTCATATAAAC 1078
I RKXK I VDQTI RUPDROQTTILMWSATUWEPIKETVRAOQLAETDTFILIKDYTIUHTIN 30
ATTGGTGCACTTGAACTGAGTGCAAACCACAACATTCTTCAGATTGTGGATGTGTGTCATGACGTAGAAAAGGATGAAAAACTTATTCGTCTAATGGAAGAGATCATGAGTGAGAAGGAG 1198
I GA LEUL SANU HNTIILOGQTIUVDVCHDVEIKTDTEIKTLTIRILMMETETIMMSEIKE 34
AATAAAACCATTGTTTTTGTGGAAACCAAAAGAAGATGTGATGAGCT TACCAGAAAAATGAGGAGAGATGGGTGGCCTGCCATGGGTATCCATGGTGACAAGAGTCAACAAGAGCGTGAC 1318

N K T

I VF VETI KRRCDETLTRIKMMRBRIRDGWPAMGTIHGDI KSOQQERD 381

TGGGTTCTAAATGAATTCAAACATGGAAAAGCTCCTATTCTGATTGCTACAGATGTGGCCTCCAGAGGGCTAGATGTGGAAGATGTGAAATTTGTCATCAATTATGACTACCCTAACTCC 1438
W VL NZEFIKUHGI KA AZPTIULTIATUDVA ASRGTLDVETDVI KTFVINYUDYPNS 421
TCAGAGGATTATAT TCATCGAATTGGAAGAACTGCTCGCAGTACCAAAACAGGCACAGCATACACT TTCT TTACACCTAATAACATAAAGCAAGTGAGCGACCTTATCTCTGTGCTTCGT 1558

S ED Y I HRIGRTA AR STI KT GTA AYTT FTFTUPNNTIIKZ QVSDIULTI

S V L R 461

GAAGCTAATCAAGCAATTAATCCCAAGT TGCTTCAGT TGGTCGAAGACAGAGGTTCAGGTCGTTCCAGGGGTAGAGGAGGCATGAAGGATGACCGTCGGGACAGATACTCTGCGGGCAAA 1678
E A NQATI NPKULULOQLVEUDIRGS S GRSURGRG GG GMIEKDU DU RIR RDI RYSAGK 501
AGGGGTGGATTTAATACCTTTAGAGACAGGGAAAATTATGACAGAGGTTACTCTAGCCTGCTTAAAAGAGATTTTGGGGCAAAAACTCAGAATGGTGTTTACAGTGCTGCAAATTACACC 1798
R GGF NTT FRUDIRENYDI RSGY S SLLKURUDTFGAIKTA QNGV Y SAANYT 541
AATGGGAGCTTTGGAAGTAATTTTGTGTCTGCTGGTATACAGACCAGTTTTAGGACTGGTAATCCAACAGGGACT TACCAGAATGGTTATGATAGCACTCAGCAATACGGAAGTAATGTT 1918
N G S F GS NF V S AGIOQTSVFRTGNPTGTYOQNGYDSTQQY G S NV 582
CCAAATATGCACAATGGTATGAACCAACAGGCATATGCATATCCTGCTACTGCAGCTGCACCTATGATTGGT TATCCAATGCCAACAGGATATTCCCAATAAGACTTTACAACTATATGT 2038

P N M HNGMNOQOQAYAYPATA AAATPM

I1 G Y P M PTG Y s Q * 614

AAATGTCTGTTTTTCATAATTGCTCTTTATATTGTGTGTTATCTGACAAGATAGT TATTTAAGAAACATGGGAAT TGCAGAAATGACTGCAGTGCAGCAGTAATTATGGTGCACTTTTTC 2158
GCTATTTAAGTTGGATATTTCTCTACATTCCTGAAACAATTTTTAGGTTTT TTTTGTACTAGAAAATGCAGGCAGTGTTT TCACAAAAGTAAATGTACAGTGATTTGAAATACAATAAAT 2278

GAAGGCAATGCATGGCCTTCCAATAAAAAAT

2309



