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Sequence analysis of the iclR gene encoding the
repressor of the acetate operon in Salmonella typhimurium
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Growth of bacteria on acetate as a sole carbon source requires results indicate that the icIR gene consists of 822 nucleotides
operation of the glyoxylate bypass (1) in connection with the encoding a protein of 29517 daltons.
expression of the polycistronic acetate (ace) operon (2, 3). This
operon is under the transcriptional control of the icIR gene product
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taattgaataaaacgaaaatgatttccacgatacagaaaaaggagt ctgccATGGTTGCCCCTGTTCCCGCGAAACGCGGGAGAAAACCTGCCGCTACCACTGCACCCGTAACCGGGCAG
- MetValAlaProValProAlaLysArgGlyArgLysProAlaAlaThrThrAlaProValThrGlyGln
>iclR
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GTTCAGTCATTAACTCGCGGTCTGAAGCTGCTGGAGTGGATTGCCGAGTCCAACGGCACGGTCGCGCTGACCGAACTGGCGCAACAGGCGGGT TTGCCTAATTCCTCGACTCACCGTCTA
ValGlnSerLeuThrArgGlyLeuLysLeuLeuGluTrpIleAlaGluSerAsnGlyThrValAlaLeuThrGluLeuAlaGlnGlnAlaGlyLeuProAsnSerSerThrHisArgLeu
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CTCACCACCATGCAGCAGCAGGGTTTTGTCCGCCAGGTTGGTGAGCTGGGCCATTGGGCCGTAGGGCCACACGCGTTTATCGTCGGTAGCAGCTTCT TACAGAGCCGTAATCTGCTGGCG
LeuThrThrMetG1nGlnGlnGlyPheValArgGlnValGlyGluLeuGlyHisTrpAlavalGlyProHisAlaPheIleValGlySerSerPheLeuGlnSerArgAsnleuleuAla
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ATTGTCCATCCGATTTTGCGCAAGCTGATGGAGGACTCCGGCGAAACGGTAAACCTTGCCGTACTCGACCAGAGCGACCATCAGGCTATTATTATCGACCAGGTGCAGTGCACACAATTG
IleValHisProlleLeuArgLysLeuMetGluAspSerGlyGluThrValAsnLeuAlaValleuAspGlnSerAspHisGinAlaIleIleIleAspGlnValGlnCysThrGlnLeu
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ATGCGCATGTCCGCCCCTATTGGCGCAAGCTGCCCCATGCCAGCCTCTGGCGCGGGCAAGGCGTTTTTATCACAGCTCAGT GAGGAACAGGTTACCAGTCTGCTGCACCGCAAGGGGTTG
MetArgMetSerAlaProlleGlyAlaSerCysProMetProAlaSerGlyAlaGlyLysAlaPheLeuSerGlnLeuSerGluGluGlnValThrSerLeuLeuHisArgLysGlyLeu

550 560 570 580 590 600 610 620 630 640 650 660
CAOGCTTATACCCATGCGACGCTGGTG'.l‘CGCCGCTGCATCTGAAAGATGACCTCGCCCAAACAGCCAAGCGCGGCTATTCCTTTGACGACGAAGMCATGOGCTCGGTCTGCGCTGCGTG
HisAlaTyrThrHisAlaThrLeuValSerProLeuHisLeuLysAspAspLeuhlaGlnThrAlaLysArgGlyTyrSerPheAspAspGluGluHisAlaLeuGlyLeuArgCysVal

670 680 690 700 710 720 730 740 750 760 770 780
GCCTCGTGTATTTATGACGAACACCGCGAACCGTTTGCGGCCCTCTCTATTTCCGGCCCCCGT TCACGCATTACCGACGATCGCGTCACCGAACTTGGCGCCATGGTGATTAAAGCGGCG
AlaserCysIleTyrAspGluHisArgGluProPheAlaAlaLeuSerIleSerGlyProArgSerArgIleThrAspAspArgValThrGluLeuGlyAlaMetValIleLysAlaAla
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AAAGAGGTAACGCTGGCCTATGGTGGAACTCGCTGAaatgagcagectgaaattatactggeaggagaagtacccacaggecttctgttggtettt cggtgattegeegg
LysGluValThrLeuAlaTyrGlyGlyThrArgTer
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