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We here present the complete nucleotide sequence encoding a
glycinin A,B,, subunit precursor (obtained from soybean variety
Bonminori), of which 5'-flanking region reaches to 3’-end of
another glycinin subunit gene A,,B;, which locates 2806 bp
upstream of the cap site (defined as +1) of this gene. The
transcribed regions are underlined and the translated regions are
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shown in capital letters. The boundary region between two
glycinin genes contains a unique motif of ‘ATAT repeat’ (—1920
to —1969; shown with the bold letters) which is composed of
25 repeats of the ‘TA’ pair. The functions of the 5'-flanking
region for the expression of a glycinin A,B,, subunit gene will
be presented elsewhere.



