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Nucleotide sequence of the Salmonella serC gene
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The serC and aroA genes of Salmonella typhimurium constitute =~ ACKNOWLEDGEMENT
an operon (1). Strains harbouring stable mutations in this operon
are attenuated and make excellent oral vaccines in mice and other
animals (2, 3, 4). A similarly attenuated strain of S. gallinarum
may be useful as a carrier of heterologous antigens to the chicken
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MARVFNFSSBEPANLPAEYLKLAGBREL
1 CAGBCAGBAAACARTGCAGCGTE6TGABGE6AARTEECTCABGTCTTTARTTTTAGTTCAGETCCEECEATECTTCCOECEEAAGTACTTARACTEGCGLARCAGEARCT 110
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RDWHBELGETSVHNEISHRSG6KEFTI@VAEEAERDFRDLLNI
111 BCETGACTGECACEETCTTEETACGTCERTARTGEAAAT TAGCCATCEABGCARAGAGT TTATCCAGETCACTEANGAGBCEEAGCAGEATTTTCECEATCTCCTTAATA 228

P SHNYKVLFCHGBGEBEREEFABVPLNLLGEDKTTADY VDA
221 TCCCCTCCAACTATARABTTTTATTTTRTCACGECEECEETCELER6CARTTTECTOECRTECCECTCARTCTECTGEGLGATAARACCACEECEBATTATETCEATELT 338

B YWAASAIKEAKKYLAPBTIITDAKITVDGEEKRAVKPHNERE
331 GBTTACTGE6CEGCEAGCECCATCAAABAABCCAANARATACTBTECECCELAGATTATCEACGCCARAATCACCETTEACGECARACETECCETARRACCGATECELGA 440

WeLSONAAYLHYCPNETIDGEIAITIDETPDFGEFPEVV VTR
441 BTGECAGCTTTCCGATAACECCECTTATTTACACTATTECCCEAATEAGACCATTEACEBCATCECCATCEATEARACECCEEATTTTEECCCEEAAGTERTCETCACEE 538

DFSSTILSAPLDVYVSRYGVYVIYAEBEAQKNIGPABLTLUVI
351 CGEATTTTTICTTCTACCATCCTETCTECECCECTEEACGTCTCTCECTATEECETAATTTATGCTEECECGCABARGARTATCERTCCEGCABGACTEACGCTEETTATC 648

VREDLLBEKAHESCPSILDYTVLENDNDSMHFNTPPTF M
641 GTCCGEGAGBATCTETTAGECARBECECATEABAGCTECCCETCCATCCTCOACTACACCETCCTEAATEATAACGACTCOATETTTAATACGCCECCEACTTTCECCTE 770

YLS5BLYFKWNLKAGGEEYAANHEKTINRGBKAELLYSVIDNS
771 GTATCTTTCCGBTCTBETETTCARATEET TGARRGCECAGGECEGCETEECE6C6ATACACARAATCARTCAGCAAARAGCGEABTTECTRTACGETGTEATTGATAACA B8

DFYRNDVAGANRSEREMNNVYPFRLADNALDEKVYFLETETSTFHAHS
881 GCBATTTCTACCETAACBATGTCGCACAGECCAACCETTCHCEEATEAATETTCCETTCCABTTABCEBACAATGCEC TEEACAABETCTTTCTEEARGABTCTTTCACE 990

AGLHALKEBGEHRYVEGENRASIYNANPIEGBGBVKALTDFNID
991 BCCEBTCTECACGCCTTARARGEECACCETRTTETTGECE6GATACECECCTCTATCTATARCECCATECCEATTEARGEEETAAAAGCECTAACCEATTTCATEATCEA 1100

FERRHE ¢
1181 TTTTBAGCETCECCACGECTARTTCBTTTCTTTTTTCATCCCCACBGCCA 1150



