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We have cloned and sequenced a full length human REFERENCES

immunoglobulin M chain cDNA of the membrane bound form. I. Kabat,E.A., Wu,T.T., Reid Miller,M., Perry,H.M. and Gottesman K S.
The variable region, nucleotides 119 to 529, is a member of the (eds) (1987) Sequences of Proteins of Immunological Interest. Fourth edition.
VH; family. Nucleotides 530 through 1831 encode the heavy U.S. Department of Health and Human Services, Public Health Service,
chain constant region, which shows 73% identity to mouse and National Institutes of Health, Bethesda, pp. 293331, 530—552.
79% identity with rabbit heavy chain sequences (1). Differences 2. l};’g;"f"g;:“ Forster,A and Milstein,C.P. (1981) Nucl. Acids Res. 9,
from previously published DNA and protein sequences, of the 3. Haimanti,D. and Gillies,S.D. (1989) Nucl. Acids Res. 17, 6412.

human constant gene, are underlined (2, 3). Exon boundaries
are indicated by arrows.
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GCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCTCTAARGAAGCCCCTGGGAGCACAGCTCATCACCATGGACTGGACCTGGAGGTTCCTCTTTGTGGTGGCAGCAGCTACAGGTGTCCAGTCCCAGGTGCAGCTGGTGCAGTCT
M D W T WRPF L F V V A AATGV Q S Q@ V @ L V Q s

[

151 GGGGCTGAGGTGAAGAAGCCTGGGTCCTCGGTGAAGGTCTCCTGCAAGGCTTCT ACCTTCAGCAGCTATGCTATCAGCTGGGTGCGACAGGCCCCTGGACAAGGGCTTGAGTGGATGGGAGGGATCATCCCTATCTTTGGTACA
G A EV KKZPG S SV KV S CKA ASGGTT FS S Y ATI S WV RQAZPGS Q@G GTLTE®WMSGTGTITIU®PTITFG T

301 GCAAACTACGCACAGAAGTTCCAGGGCAGAGTCACGATTACCGCGGACGARTCCACGAGCACAGCCTACATGGAGCTGAGCAGCCTGAGATCTGAGGACACGGCCGTGTATTACTGTGCGAAAACCGGGATCCTGGGGCCGTATAGCAGT
ANYAQKPQGRVTlTADESTSTAYMELSSLRSEDTAVYYCAKTGILGPYSS
{

451 GGCTGGTACCCGAACTCGGACTACTACTACTACGGTATGGACGTCTGGGGCCARGGGACCACGGTCACCGTCTCCTCAGGGAGTGCATCCGCCCCAACCCTTTTCCCCCTCGTCTCCTGTGAGAATTCCCCGTCGGATACGAGCAGEGTG
G W Y PN SDY Y Y YGMDVWGQG6TTU VTV S S G SASATPTTLTFTZPTULVSTCETNTGSTP®PSDT S S V

601 GCCGTTGGCTGCCTCGCACAGGACHCC‘.\"l‘CCCGACTCCATCACT'I'TC’TCCTGGMATACMGMCMCTCTGACATCAGCAGCACCCGGGGCTTCCCATCAGTCC'I‘GAGAGGGGGCMGTACGCAGCCACCTCACAGG']‘G"TGCTGCCT
AVGCLAQD!‘LPDSIT!‘SHKYKNNSDISSTRGFPSVLRGGKYAATSQVLLP

751 TCCMGGACGTCATGCAGGGCACAGACGAACACGTGGTGTGCAMGTCCAGCACCCCMCGGCMCMAGMMGMCG'TGCCTCTTcCAG']‘GAT’!‘GCTGAGCTGCCTCCCMAGTGAGCGI‘C‘I‘TCGTCCCACCCCGCGACGGCT'A‘CTTC
SRDVMQGTDE!VVCKVQHPNGNREKNVPLPVIAELPPKVSV!‘VPPRDG!"F

901 GGCAACCCCCGCAGCAAGTCCAAGCTCATCTGCCAGGCCACGGGTTTCAGTCCCCGGCAGATTCAGGTGTCCTGGCTGCGCGAGGGGAAGCAGGTGGGGTC TGGCGTCACCACGGACCAGGTGCAGACTGAGGCCAAAGAGTCTGGGCCE
GNP RS K S KLICQATGTFSPURZ QTIOQV S WILIRETGTE KT QVGSGVTTHDOQOQVQATELTA ATKTESSG P

1051 ACGACCTACMGGTGACCAGCACACTGACCATCMAGAGAGCGACTGGCTC&GCCAGAGCATGTTCACCTGCCGCGTGGATCACAGGGGCCTGACCTTCCAGCAGM']‘GCGTCC‘I‘CCA’!GTGT(HCCCCGATCMGACACAGCCATCCGG
TTY KV TS TULTTIZ KESHDUWLSOQSMTFTGCRYVYDU HRGTLTTFUGQQNA ASTSMTCVYVZPDSG QDT ATIR

1201 GTCTTCGCCATCCCCCCATCCTTTGCCAGCATCTTCCTCACCARGTCCACCAAGTTGACCTGCCTGGTCACAGACCTGACCACCTATGACAGCGTGACCATCTCCTGGACCCGCCAGAATGGCGAAGCTGTGAAAACCCACACCAACATC
VFAIUPPSTFASTITTFTILTZE KSTZ KTLT CLVTDTZLTTJYDT SV VTTISWTTZ RGQNTGTETA AV VT KTTHTNTI

1351 TCCGAGAGCCACCCCMTGCCACTTTCAGCGCCG‘l‘GGGTGAGGCCAGCATC‘TGCGAGGA‘I‘GACTGGMTTCCGGGGAGAGGTTCACG!‘GCACCGTGACCC}\CACAGACCTGCCCTCGCCACTGAAGCAGACCATCTCCCGGCCCMGGGG
SESHPNAT!'SAVGEASIC!DDWNSGERFTCTVTHTDLPSPLKQTISRPKG
{

1501 GTGGCCCTGCACAGGCCCGATGTCTACTTGCTGCCACCAGCCCGGGAGCAGCTGARCCTGCGGGAGTCGGCCACCATCACGTGCCTGGTGACGGGCTTCTCTCCCGCGGACGTCTTCGTGCAGTGGATGCAGAGGGGGCAGCCCTTGTCC
VALHRPDVYLLPPAREQLNLRESATITCLV'X‘GFSPADV!‘VQ'HQRGQPLS

1651 CCGGAGAAGTATGTGACCAGCGCCCCAATGCCTGAGCCCCAGGCCCCAGGCCGGTACTTCGCCCACAGCATCCTGACCGTGTCCGAAGAGGAATGGAACAC CTACACCTGC! 'CCAT 'CCTGCCCAACAGG
PlKYVTSAPMPtPQAPGRYFAHSILTVSEI‘.IWNTGETYTCV\'AIIALPNR
I3

1801 GTCACCH "CGTGGACAAGTCCACC! ‘GCCGAC TTT ACCTGT ‘CACCGCCTCCACCTTCATCGTCCTCTTCCTCCTGAGCCTCTTCTACAGTACCACCGTCACCTTGTTCAAGGTG
VTl'.RTVDKSTI‘.GIVSADEEGFENL"ATAST!‘IVLFLLSLFY!TTVTLFKV

1951 AAATGATCCCAACAGAAGAACATC Ci ACTCAAA GCTGCCTCCGGGTCTGGGGTCCTGGCCTGCGTGGCCTGTTGGCACGTGTTTCTCTTCCCGCCCGGCCTCCAGTTGTGTGCTCTCACACAGGCTTCCT
K *

2101 TCTCGACCGGCAGGGGCTGGCTGGCTTGCAGGCCACGAGGTGGGCTCTACCCCACACTGCTTTGCTGTGTATACGC TTGTTGCCCTGARATAAATATGCACATTTTATCCATGAAAAAAAAAR



