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Porcine IL-1 alpha cDNA nucleotide sequence
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A porcine alveolar macrophage cDNA library in A\gtl0 was ACKNOWLEDGEMENT

screened by cross-species hybridization using a bovine IL-1a . .

cDNA probe (1). The porcine IL-1a cDNA encodes a protein S;%%o;t;gl (')) ):;321‘88';311 g:m{ljesss g‘: ovation Rc;s;arqh lgrant
of 270 amino acids with a predicted molecular weight of 30,788. (#88- -3318) from the U.S. Department of Agriculture.
The amino acid sequence exhibits 90%, 82% and 75% similarity

with bovine, human and murine IL-1a, respectively. A protein

with IL-1 activity was secreted by COS-7 cells transfected with ~ EF ERENCE

the porcine IL-1ao cDNA (data not shown). 1. Maliszewski,C.R. et al. (1988) Molec. Immunol. 25, 429.

TTTGTCGCTCCAGCCAGCACAGAAGTGAAGATGGCCAAAGTCCCTGACCTCTTTGAAGACCTGAAGAACTGCTACAGTGAAAATGAAGAATACAGTTCTGATATCGACCATCTC 114
M A KV PDULTFETUDTLIKNTCYSENTETETZYSSDTIDHTL 28

TCTCTGAATCAGAAGTCCTTCTATGATGCCAGCTATGAGCCACTTCCTGGGGACGGCATGGATAAATTTATGCCTCTGAGTACCTCTAAAACCTCTAAGACATCCAGGCTAAAC 228
S L NQ K S F Y DASYEZPLZPGDGMDIE KT EFMZPILS ST SI KT SI KT ST RTLN 66

TTCAAGGACAGTGTGGTGATGGCAGCAGCCAACGGGAAGATTCTGAAGAAGAGACGGTTGAGTTTAAATCAGTTCATCACCGATGACGACCTGGAAGCCATTGCCAATGACACA 342
F KD SV VMAAANGI I KTITLIKI KT RRLSILNG QTFTITUDUDUDTULEA ATIANTDT 104

GAAGAAGAAATCATCAAGCCCAGATCAGCAACATACAGCTTCCAGAGCAACATGAAATACAACTTCATGAGGGTCATCAACCACCAGTGCATCCTGAATGATGCCOGCAATCAA 456
E E EITI KPRSA AT YSF FOQSNMIEKTYNVFMRBRYTINUHAG QCTITULNDATRNDZGQ 142

AGCATCATTCGAGACCCGTCAGGTCAATACCTCATGGCTGCTGTGCTAAATAACCTGGATGAGGCAGTGAAATTTGACATGGCTGCTTATACATCAAATGATGATTCGCAACTT 570
S I I RDUPSGOQYLMAAVYVILNNLDTEA AV KT FDMAAYTSNUDUD S QL 180

CCTGTGACTCTAAGAATCTCAGAAACCCGACTGTTTGTGAGTGCTCAAAACGAAGACGAACCCGTGTTGCTGAAGGAGCTGCCTGAGACACCCAAAACCATCAAAGATGAGACC 684
PV TLRTISETRILFVSAQNETUDTETZPVILTLIEKETLZPETUZPI KTTITZ KTDTET 218

AGTCTCCTCTTCTTCTGGGAAAAGCATGGCAATATGGACTACTTCAAATCAGCCGCCCATCCAAAGTTGTTTATTGCCACAAGGCAGGAAAAACTGGTGCACATGGCACCGGGG 798
S LLFFWEUZKUHGNMDY YT FIKSAAHZPIE KTLTFTIATRAOQETZKTLTVYUHMATPG 256

CTGCCCTCTGTCACTGACTTTCAGATACTGGAAAACCAGTCTTGACT CTGGTGTCTACT TACCTGTGAAGTGTTGACAGGCCGTATGTACCATGTACATGAAGGAGTTAAATCT 912
L PSVTDTFOQTIULENQ QS 27



