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Portions of the S. typhimurium rplJL operon were isolated by alterations were observed in the regions of base pairing necessary
EcoRI digestion from the recombinant pNLl plasmid (1), cloned for the coupled translation of LlO and L12 cistrons (7).
on the pUC19 vector (2) and sequenced by the procedure (3).
Presented below is the determined nucleotide sequence of rpUL CES
and the deduced a.a. sequence of r-proteins L1O and L7/L12 of REFEREN
S. typhimurium, as compared to those of E. coli (4). Due to the 1. Sverdlov,E.D. et al. (1986) Bioorganic Chemistry (Russ.) 12, 699-707.
highly conserved structure, LIO protein of S. typhimurium is 2. Yanisch-Perron,C. et al. (1985) Gene 33, 103-119.
regulatory capable for rpUL genes of E. coli (5). Only three a.a. 3. Innis,M. et al. (1988) Proc. Natl. Acad. Sci. USA 85, 9436-9440.
(Ser12Ala45 nd er- 09)aredifferent in L7/L12 protein of 4 Post,E.L. et al. (1979) Proc. Natl. Acad. Sci. USA 76, 1697-1701.(Ser-12, Ala-45 and Ser-109) are different in L7/L12proteinof s5. Paton,E.B. et al. (1990) FEBS Len. in press.

S. typhimurium and E. coli. In contrast to the leader sequence 6. Draper,D.E. (1989) Trends Biochem. Sci. 14, 335-338.
of the rlpJLmiRNA and the L1O-binding site (overlined) (6), no 7. Petersen,C. (1989) J. Mol. Bio. 206, 323-332.
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E. coli GGCCTCCGTCGAAGACCGCAGGAGTCGCAAGAAACTT.C CTGCGTAACGGTGACAGAACGCTAAGATTATTCTTTTATATTCTGGCTTGTTTC
S.typhimurium....................... C.C GG. C.
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EcoLlO M A L N L Q D K Q A

TGCTCACCGTAATTAAGACGCTCTCTCCGTTTGGAGGAGTGAAGTGAGTTCCAGAGATTTCT -CTGGCAAACATCCAGGAGCAAAGCTAATGGCTTAAATCTTCAAGACAAACAAGCG
...................TCT .. GA.T. ..G.ACA.GAG.T.C.

StyL10 M A L N L Q D K Q A
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I V A E V S E V A K G A L S A V V A D S R G V T V D K M T E L R K A G R E A G V

ATTTTCTGAAGTCAGCGAAGTAGCCAAAGGCGC GCTGTCTGCAGTAGTTGCGGATTCCCGTGGCGTAACTGTAGATAAAATGACTGAACTGCGTAAAGCAGGTCGCGAAGCTGGCGTA.............................................................................................i........ ..................T ........................................................T
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Y M R V V R N T L L R R A V E G T P F E C L K D A F V G P T E I A Y S M E H P G

TACATGCGTGTTGTTCGTAACACCCTGCTGCGCCGTGCTGTTGAAGGTACTCCGTTCGAGTGCCTGAAAGACGCGTTTGTTGGTCCGACCCTGATTGCATACTCTATGGAACACCCGGGC
................................... C.TC............. A ................. A ..................... CTAA
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A A A R L F K E F A K A N A K F G V K A A A F E G E L I P A S Q I D R L A T L P

GCTGCTGCTCGTCTGTTCAAAGAGTTCGCGAAkAGCGAATGCAAAATTGAGGTCAAAGCCGCTGCCTTGAAGGTGAGCTGATCCCGGCGTCTCAGATCGACCGCCTGGCAACTCTGCCG
........................................................... T..A........................................T-- .....................................................
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T Y E E A I A R L M A T M K E A S A G K L V R T L A A V R D A K E A A ***
ACCTACGAAGAAGCAATTGCACGCCTGATGGCAACCATGAAAGAAGCTTCGGCTGGCAAACTGGTTCGTACTCTGGCTGCTGTACGCGATGCGAAAGAAGCTGCTTAATCGCAGTTATCT
.................................................................... ..A................................ G G
T YK E A I A R L M A T M K E A S A G K L V R T L A A V R D A K E A A *.
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EcoL7/12 M S I T K D Q I I E A V A A M S V M D V V E

TTTTAACGCATTCGCTTACGTATAAACTTATTrCTGATATTCAGGAAcAATmAAATGTcTATcAcTAAAGATCAAATCATTGAAGcAGTTGcAGcTATGTcTGTAATGGAcGTTGTAGkAA
..A.C.A.T . . v... AT.C..C.
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CTGATCTCTGCAATGGAAGAAAAATTCGGTGTTTCCGCTGCTGCTGCTGTAGCTGTAGCTGCTGGC CCGGTTGAAGCTGCTGAAGAAAAAACTGAATTCGACGTAATTCTGAAAGCTGCT
..... T . . . . . . . . . T ..

L I S A M E E K F G V S A A A A V A V AA G P a E A A E E K T E F D V I L K A A

950 960 970 980 990 1000 1010 1020 1030 1040 1050 1060
G A N K V A V I K A V R G A T G L G L K E A K D L V E S A P A A L K E G V S K D

GGCGCTAACAAAGTTGCTGTTATCAAAGCAGTACGTGGCGCAACTGGCCTGGGTCTGAAAGAAGCTAAAGACTTGGTAGAATCTGCACCGGCTGCTCTGAAAGAAGGCGTGAGCAAAGAC
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GACGCAGAAGCACTGAAAAGCTCTGGAAGAAGCTGGCGCTGAAGTTGAAGTTAAATAAGCCAACCCTTCC
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