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TGCAAATCCC[ETGCcAAANGECRATEYC GRAT[ECHaNYCEY A NS II XIS ETIFGIA A G
TGCAAATCCC[OTGCAAAWGECENTEVAC LT eCe]eln).V-VNCL:V:\A).V-Xch dI) NI Nk deled - CA A G
--------- elcalVNdideleTivGI\AEA Al \AEGiiGGHAAABAA[JAAGTGCACATTGGAT[c[o):\
GEGEAGEAEAL\AIAGGTAGCAGATGAGACTGCAAAAGATGGGAAAACTGGAAACACAAAC

GI\G[EAGHdAI\AAAAGGTAGCAGATGAGACTGCAAAAGATGGGAAAACTGGAAACACAAAC
aAlaldc Al - - - - - - -

CAAAGTTGATACTGAGAAAAAAGATGACAAATCGTTTTC TINEE N L L F - E LR Lk Ly
CAAAGTTGATACTGAGAAAAAAGATGACAAATCGTTTTC T):NJJ.V-tiidel Jeb.XeJ.Vek Lek Lol Jekis
---------------------------------------- AGCAATGTGAGAGTGTCTGT

TCCTCAEGTI\TTTGCTGC(GT TEVGESTididefeloT G CLT T(o GAATTCTGAC
TCCTCA[GTL\TTTGCTGC(YT TLIGUNT i eleJoT GCLT T(& GAATTCT---
TCCTCAMGTETTTGCTGCLIT THNG[MT elofoFyT G CpyT TEsTiyA )
ATCAGAGAAGTCAACTTCCGAAGCAGACGTAACGTGCGAAAAGAAAGGAACAGGAGATAA

-------------- CTTCCGAN-CANACGTAACGTGCGAAA-GAAAGGAACAGGAGATAA
---------------------------------------------------------- Gc

[ TGCAAAGATGGLITGSAAAGAAGTCeVAGAA e[eddGGLVAAAAAGAAGTGCGTALY CC
[TGCAAAGATGGLITGSAAAGAA(TC{erVAGAA e[eddGGLV.AAAAAGAAGTGCGTALY:Y CC
PWTGCAAAGATGGHTGEAAAGAA) [y GAALVNSGGHSAAAAGAAGTGCGTAely -

TAAAACAAACACCANXeGAAG TTCT(MYTGTGATTAALVVNSGC[CCTCTTTTGCTTGC
TAAAACAAACACCAMMXSGAAG TTCTSTGTGATTAALEENGCICCTCTTTTGCTTGC
—————————— (efed:Ne/CAGIRYeUNT AT TCT[JETGTGATTAAREERIGCMCCTCTTTTGCTTGC

LN e U \GCATAACTTTCCCCCTC - — - —————— — — e e e - -
LU ey U \GCATAACTTTCCCCCTCATATTTCCCCTCTTTTTAAAATTTTCCTTG
AT T T T T GA T T C T A R e e



