DOR Human [ Hono sapi ens] NP_067025

MFQRLSSL FFSTPSPPEDPDCPRAFVSEEDEVDGWL| | DLPDSYAAPPSPGAAPAPAGRP
PPAPSLMDESWFVTPPACFTAEGPGLGPARLQSSPLEDLLI EHPSMSVYVTGSTI VLEPG
SPSPL PDAAL PDCDL SEGEL TPARREPRAARHAAPL PARAAL L EKAGQVRRL QRARQRAE
RHAL SAKAVORONRARESRPRRSKNQSSFI YQPCQRQFNY

TP531 NP1 Human [ Honb sapi ens] NP_150601

MFQRLNKMFVGEVSSSSNQEPEFNEKEDDEW LVDFI DTCTGFSAEEEEEEEDI SEESPT
EHPSVFSCLPASLECLADTSDSCFLQFESCPMEESWFI TPPPCFTAGGLTTI KVETSPME
NLLI EHPSVBVYAVHNSCPGL SEATRGT DEL HSPSSPRVEAQNEMGQHI HCYVAAL AAHT
TFLEQPKSFRPSQW KEHSERQPL NRNSL RRQNL TRDCHPRQVKHNGW/AHQPCPRQYNY

DOR Opossum [ Monodel phi s domestica] XP_001371459
MFQRLTSLFFSTSPPSEEPPSPKAFI CPEDEEEVDGALI | DLPDSFAAPPSPKPASPCL L
DESWFVTPPACFTAEGPEL GPAHLESSPLEDL LI EHPSMSVYVTGSTI VLEPGPGPTLTP
PRSPPPARAGHREVMQPRRDPGPRHHTASMPSRTAL L EKASQARVWQRARQRADRQRL SP
KVVOQRONRVRERHPRRSKHQGSFL HQPCQRQFNY

TP531 NP1 Opossum [ Monodel phis donestica] XP_001368955
MFQRLNSMFVGEI KNSSSKEPEFSEKEDDEW LVDFI DTNFSTEVEEEDVSEESPTNHPP
VFSCLPASLECLADTSESCFVQFEACPMEESWFI TPPPCFTAGGLTTI KVETSPLENLLI
EHPSMSVYNSSRNL NEAGCET DEFHNPSSPRL EVQNEMGOHVHCYVAAL AAHSTFLEQTK
SFRPTQW KEHSERHSL NRNSL RRQNL TRDCHSRQ KHNG/WVHQPCQRQYNY

DOR Lizard [Anolis carolinensis] Genomc profiling
MFQRLTSLFFSDSSAPEDL EEPKPFI SKEEEEDDWL| | DI TGEKDSVCASCCHHGSL PPT
SSLPLSPSDC!I SRSMPSQPDPCL MDESWFVTPPPCFTAECSDPVSMESNPMVEDL LI EHPS
MSVYVTSSTI VWETQIPEEH NRDGEEPERRL QRHAPHHSTSLATKAAI LEKVSQVHRI Q
RAKQL AEKHNF SQKVMRQNRT RECRPRRAKHQGSFVYQPSQRQYNY

TP53I NP1 Lizard [Anolis carolinensis] Genomic profiling

MFQRLNNMFMEEI NNL PSQEPAFSEKEEEEW VWDFI DTCNNFSMVEEEDEEEEEEEEDN
CNI HET SSVDHPPVFSHL PNSL ECL SDASESCFI QFDSCPMVEESWFI TPPPCFTAGGLAT
LKVETSPLENLLI EHPSMSVYAVHNTHHSL NKT SCGDEEEEEEDEEEKENRNATNPQSEA
QSQVGECHI RCYI ATLATHSTFLEQTKNL RPSQATKEHHERQYL TRNCLRRQNL TRDCYSR

QLKNNG LVHQPCQRQYNY

DOR Chi cken [Gallus gallus] CN231263, XP_001232258 and
genom c profiling

MFQRLTSLFFSDSSAPEG.EEPKPFVSEEEEEDGW. | | ELGAHTGSSTPTLPSPCLNDES
WFVTPPPCFTAEEPGPDGVGSSPMVEDL LI EHPSMSVYVTSTLEL DAEGPQDDAVCGEVPEP
RLERHVPHRSASL SVKAAVL EKVSQARRVORAKQL AEKPW. SQKAL QRQDRARQRPPRRA

RQRAGSFLHQPCQRHCNY

TP531 NP1 Chi cken [Gallus gallus] NP_001026117

MFQRLNNVFMGE| DGLSSQEPEFSEKEDDEW LVDFI ADTCTNCTTEQDDI AETSPAGSS
PVFTCLPSPLEHLPEAGESCFI QFESCPVEESWFI TPPPCFTAGGLTAI KVETSPVENLL
| EHPSVBVYAVHNACHSL SDT GOGDEEFCGPGSPRL EARNETGQRVHCFVAAL PTRSSVL
EKNKSFRPTHW KEHGERHYPSRNGL RRQNL TRDCHSRHI KHNGL FVHQPCQRQFNY

DOR Frog [ Xenopus tropicalis] multiple ESTs short and |ong
MFQRLTRLFFSDVPSSNTNEPKPI | SEEEDDGALI | DI PESYDLNSSGDEVAQEQEDDAT
PSPLPHSLADRI GAMTP531 NP1 PHPPQSVDESWFVTPPPCFTAEAPGQDEL GTSPLEDL L
| EHPSVBVYI TNGSI VWEEDTREAPRDRSPSKTRVERRTPHHAT SMSAKAAI LGKVGQAS
Rl QRAKAHVDRRKI SRKSL QRONLAREI QGRSMIRHRSFL COPRQRQCNY

TP53I NP1 Frog [ Xenopus tropicalis] ensenble
ENSXETP00000014600 and ESTs

MFQVLNNMFARECSNAL SQETKL SEKEDDEW LVDFI AQVDPGSRVSEEAATFEVI SHSD
ETSVLPHVSNTFERLGTTSDSCFI HFNL CPMEESWFVTPPPCFTAGEL TSMAVKTSPVEN
LLI EHPSMSVYAVHNMCHKPET SCESGFPSPDRTEL ATENKKKGKHI HCSI AALAARMKG
LENTKI YLGDKLTKLHL EKHPSRKGFRRQNL I RGCRSQQT KHSRL L VHQPSPRQYNY



DOR Medaca [Oryzias |atipes] BJ721597 genonic profiling
MFQRLSNL L FGEVEEVAAEL KGPNPCL TEADEEGWWL VNL PDPGSECGGNGGRSREGSER
GCVDESWFVTPPPCFTAEGATAEASPMEDL LI EHPSMSVYVSPNNT SMVSTSDL SWGEE
Cl LSLASSVSSRVSEPGVI PAARSTMPTRVTRGGAAHPGAL AKVTQVARVQRCKARI DRR
HL SRNHI QRQNRTREQVPCHAAHARNT FL HQPSKRNFCH

TP531 NP1 Medaca [Oryzias |atipes]genomc profiling and ESTS
(AMB35308; AMB16165; AMB22529; AMB06335)

MFQVFASAL FRDGVEEL SQCSRPGDDKREEEEDDEDW LVNYL TDACSGDCGDGL SRSML
SPEDEDEEEDL VM PSPI ASPAI RYPSCTSLNSVADT DPDGGVDEDEYVDDEEGGFLRLD
ACSLEESWFVTPPPCFTGRGSQPVLLETSPLENLLI EHPSMSVYAHHSPPRL M. NPL PQH
SLECKLDFL SSGPSDRKPSRGKEKVRCSI EGSRHRQDVAAACQRRPNLHSPCYAATL SPNA
GFL QQQORRPGSAAQRSQPL SRKGL RRRNL L RPPKTGT MHL QQPI QRHLNF

DOR El ephant fish [Callorhinchus mlii] genomc profiling
MFHRFTSLFYGGSENTC| EGPDPSLTEKEDDGWL. | VDFPVEVKASTCVPSPHL PDDHL PL
ASSSLESLCHCG SSRPPRSKACTLEESWFVTPPPCFTAEGQEPGEVE! SPLENLLI EHP
SMBVYAGSNTNI STMEDEPSEVPSSRSARQPRAERL TAPSPAVAAG QSSLVEKVSQVRR
L QRAKQRVERHQL SRNRI QRONL TRECRL HRTKHHGSFVY QPRQRHCNY

TP531I NP1 El ephant fish [Callorhinchus milii] genonmic
profiling

MYQRFSSM.FGEI DGAERESQEL EI SEKEDEEW LVDY! DGVDRATSPNSAMFSSSTSSL
EL LGNSSDPCFL QLDSCAL EESWFI TPPPCFTAGGCQAPVQVEMSPMENLLI EHPSVEVYT
VHNI HSSLRENSRVI Pl VQYVPRRVSAFRI RDSVLEHTNHI HFMQCAKL YVERRKL SCNH
L RRONRARKRYFAKEKHFGHFKQPCQRNHKY

DOR Sea squirt [Ciona intestinalis] XP_002130814

MLNTI AYWAGFGSNDTPVVDDNL SFI TKETGDWI L VDL ENONDAQSNYPTPPPSPRI EHS
WLI TPPPCFTAEASMAVGALNARENL LI EHPSMFVKPAEPSEEPKNKTESRSVQRHKGAP
TSLRRSHRRASRQASCVI SQVHRSNQ KRDVARSNKAMXKMRQ VHQPRKRC

DOR Lancel et [Branchi ostona floridae] CF918976; BW97867;
CF9189763; BW598074;

MFSAVTNLLFGASEEVGACDL RTSTL DDDW/LVEL PAGWNI QQVEKETEAL TQSRPGDRP
STSSSPVPI PENHPVEESWFVTPPPCFTAGGQSPVAVETNPMENLLI EHPSMEVYVQQRS
SRNSSGET TESSDSSGQHQQQRRDVVHRPPQRAAAI AARVGH VEQAKVKRHAQRVQERHE
KKANSKTNL QRANL TSCRPI RASRHNRNRGL MCKQPQGRVNKGRC

DOR Sea urchin [Strongyl ocentrotus purpuratus] XP_001177555
NCBI predicted plus genomc profiling and nultiple ESTs
M_SGL SDYL FGSSNNQAGDAMVTDDT QPQRDTPVKDPVKEI ENDGDW/L VDVTNDSGSPS
PLRSPTRSPSKDGFQSQPQAVPEKPHRVEESWFI TPPPCFTAGGHSPHQLATSPLEDL LI
EHPSMSVYHHPSQRGAPMAHRRQHL PROKSSRTVPKRTHNL RVL NAKPPRRAAAI AARVG
| EQSANQVGL QEQRDTKRHQQRQYSPGKI ERHNKAYHHQSASSRRHYKQNSSI SGRHSCGA
I YKQPR

DOR Fly Drosophila nel anogaster] NP_728991

M_SSLASYLFGSATSDSI SQEANPAQNRTNASNANSSSSPGPTSDPAAGDVI EVTSSTPS
VAGSSRGAVRASNGKRGKNRRGKQORT NQQORKQQPAI TKLLTPSGE! VDEDFDEDEWYI

VEKEDEEDDSL PRSDSEEEL SWWEVSQPRGGSNNASSPMWTVAT GTAFNCRRRQGVNSCS
L YSGPRPQQQRNYL QRSRVSRPLSI STLSPPRSVPAL GAGDHDTL TQSL YVASPSGSDQG
QDHGQGANVLVEESWYVTPPPCFTSI GPI NVETSPFENLLI EHPSMSVYHSI RSTQEGTD
SFVNL DL GVSTEVPQQREEPEPEAEPQDQRQAL QEQQRAPNARF DSHAAVQL KQQTLARQ
SQKSKNKKEHQQL CRSAI KRANKVRDF QAKANRPRRSEMOHCKL VSGANNNRSKCCY

DOR Sea slug [Aplysia californica] genomc profiling
MFNSVAKYLWEDANEVEQGYMEVSGQADTAGEQL DL Al HODDDDW.VWGQPGASDI ELDE
AASL RCSYNPL TGCSDSVQGAL QDCTMNL NNFDL DSNYSSDGESGGDSGVRPSSPESVFS
VCSGRSHATYRPSGSSHDPW VAPPPCFTGSGLGELPTI SSSPLENLLI EHPSMSVYLSV
PPSSL PPSHPFHL AHL AGESAPASSEPRDSGDDSGEPGDAL REDRTHQL PVGEQL PAAHR
AHREGL GRHWGFAAPAQVSPAQAVARL HAAQRVQSGKSNKAVSRQKCRRENKVYEYKGCP
KGNTKRSKRSRPSSCKSGRMCQRV



DOR Capitella [Capitella sp ] EY564360 and genomic profiling
M_SG SSYLFGASSAAEDNL PQPTVDPPEVQDDL ERL MTREGEEEVWL VDKAARSPPRSP
RCRFRGSADVTPNGSSGHSTPVHI LHPSL CESW.VTPPSCFTAAGSARSDPLENLLI EHP
SMBVYSL GORGGRGRSAGEESEESDVEEEAVRSQRL QASRPHPLAI NTAI ASRKVTQRSM
QKAVKKHEQQRL ARNVMORNNRVQKHNNSCRRPRRSERMVIQPSGRSNNRSM_ H

DOR Sea anenpne [ Nematostel la vectensis] XP_001623518
MFSSLTSYI WEQTDDQVVPDCPLDVEDSRTEEGN MVDL GSVVWNPKDVKKHEKAENAVPD
SVEESWYVTPPSCFESRDNFSGVLESNPVEDLLI EHPSMEVYGPRRSADASAGPSSRSAS
QAAEENQEL EKKPPRRTVQFQEKL ELI AQKRKVEAPQHGT! RPNKKNI KKONL VQFQHSR
TRRTKKRDRWGKHI GVHGKRGS

DOR Tri chopl ax [Trichopl ax adherens] genomic profiling
M_WQSL SSYLWDQSSTEDASNHRVNVSL TEEDDW L VVKKENKDL EEVSNEDQL VKNRKE
KESGW.L TPPPCFDGHVMVEEL SVSPFEDLLI EHPSMSI YRRI DSSASI RNNL DHDFAASL
ANSGDNNTHEDTHEQSRSRSI EL YMDRELNKKSDRFNY! RKARDLNVKRSL TFSKANSRS
YSNSWERRHCFTNFSYRR

DOR Sponge [Ephydatia nuelleri] AMr60558

NLI WGYPAAESREEPTDHI TVEAEDW. L VORSDKAQVCEGGSAPL DHGSQVTSDNESVCS
DASWWVAPAPRFRDSPETTNAGHPLENLLI EHPAMSVYGQ QVGSDTI VPTADVQLVTTV
SEQAGQAPNRQRRQVAL HVDVPPKMPI AATQRVQFKHPKL SRASI TRHNATVTKTRVPRM
RTRVSNSKKAGRRGC

DOR Rai nbow trout [Oncorhynchus nyki ss] CA358690

MFQAL SSL FFGEVEEVAAEI KGPNPCVTDADEEGWWL VNLPEGATAETSPMEDL LI EHP
SMBVYVSPSNLSM SNGNLSI VGEESI TSLTGSMSRVAEPAATSAVHNTMPTRVTRGAA
AQAGTLAKVTQVARVQRGKART ERRHL GRNRI QRONRTREQVPRHAAHARNT YL HQPCQ
RNI CH

DOR Sal non [ Sal np sal ar] BG935547

M GKI FAHFLGSTDDDFPTDDNETYEEL| EFEEGGAWVI NI QENNSL TPPEEDPLENLL
| EHPSMSVYQ RHQT SDEVDADEEDASPRPVPVKQHVSWRL AAWGSPL PCNVQLLAI QR
ARTHVECKEL TRSAL QRONL AKVRFSPSDRRFGHFKQPCQRL YNY
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