Table S1. Primers used in this study

Purpose Name Sequence (5'-3")

ChIP-qPCR 0888+3for GGATTACGC CAAACG CATC
0888+269rev AAG TCG ATC AGG GCATTGAG
CS-057-sigAF AAA CAG ATC GGC AAG GTAGC
CS-058-sigAR CTG GAT CAG GTC GAG AAACG
fadD26+110for TTG CTGACAGCT TGACTT GG
fadD26+371rev ACG GAC GAAGTC GTG AGAAT

EMSA probes PCR

Footprinting probes PCR

5'RACE

pMYespR vector cloning

CS-159-espAF
CS-160-espAR
BB-174-2336F
BB-175-2336R
ppe5+4for
ppe5+275rev
BB-186-3888cF
BB-187-3888cR
BB-172-ppe54F
BB-173-ppe54R
BB-170-esxAF
BB-171-esxAR
BB-168-eccD5F
BB-169-eccD5R
BB-182-mmpL2F
BB-183-mmpL2R
espRpro196for
espRpro53rev
BB-178-1075cF
BB-179-1075cR

bio_espRpro106for
espRpro+6rev
bio_PespR-374for
PespR-264rev
BiofadD26+56for
fadD26+175rev
Bio2929-60for
2929+43rev
Bio1490-51for
1490+51rev
BioPepgrs19-73for
Pepgrs19+29rev
bio_PespA-1206for
PespA-1108rev
bio_espA+541for
espA+640rev

6FAM_PespR-204for

espR+157rev

CS-132-espAR2
CS-133-espAR3
CS-135-espRR2
CS-136-espRR3

espR_ Pptr_rev1
Pptr-H1
espR_Pptr_for2

espR_Pptr_H2_rev2

GTT TAG CGGACG CGATTTAG
TGC TAACCC ACCATCACT CA
GTC AAATCC GTCACGAAC CT
GGT TCC CACACCAGTTGTTT
AAC CTG GTC TCCACAACGTC
AAG TTAAAG CCG CCGAGACT
GAC GTTACCAGG TCC TCT CG
CGG CTCTTT GAG TGCATTAG
ACT CAGTTG TCG GGGATGTT
CGAACC CAG TCAGATTGT CC
CCAAGAAGCAGC CAATAAGC
GAC GTGACATTT CCC TGG AT
AAG GCAAGG TCAACC ACAAC
CAG CTACTGCGGTCATCGT
AGT ATC GCT AAG GTCACC GC
ATGAGAACGAGCAGGTTG GT
TGAAAT CCGTTC GTC GTG TG
TGATCATGG TAG CGACAG TTG TG
TGA GCC GGATAC CTTACT GG
CGT GGATAG CTGACG AAC AA

biotin-AAT CCG CTCAGG TTT GCACTT G
GCT CAT CGATGT GAC CTC CAC
biotin-TCG CCT GAC GAG CGC TGT
TCAGGATGACCG TGT CGG GC
biotin-AGC CTG ACA GCA CTG CATATAC
ACTTGAGTT CTT CAG CAATGATGC
biotin-ACC TCAACG ACAATT TGC CAG
ATC TTC GGC CAG CTACAT CC
biotin-TGC GTC GGT TAG TCTCTTTTT CG
AGT GTC GCT TGG TCG GCA
biotin-GAAAAC CGC CCCAGT TGC

TGC GAC GGA GAC ACC AAC

biotin-CAT GGC TAC AGC TCA CAG TGACTG
TGC GGTTGG TTGACC TGC TG
biotin-ATC ATT TCG GAT GTG GCG GAC
GCT TGT CCCAAAGCT CTT TCAGG

6FAM-GAT AAC CTG TGAAAT CCGTTC GTC G
GGT TTC CTG AGC GTAGCT GTG

GAA GTA CTC TAG TGA GGA GTAAAG GATACC
CCGAAC CTAACCAGC CATCACC

CCT GAG CGTAGC TGT GATAGG TAG G

GCG GAAGAAGTT GGC CAG G

GGC AGC GAACGT CGT GCT CAT TCAGGC TCC TTG TAC GGT
ATG TTTAAG CTT CCATCC TGACGGATG GCC TTACGAGTTC
ACC GTA CAA GGA GCC TGAATGAGC ACGACG TTC GCT GCC
TTT TAAGCT TCT AAG CGT CGATCC CTT CGG CA



qRT-PCR for gene expression

espR+32for
espR+261rev
Pptr_espR-31for
espR+155rev
PespR-136for
PespR-19rev
espA+2for
espA+257rev
ephA+216for
ephA+449rev
2929+84for
2929+306rev
fadD26+110for
fadD26+371rev
1490+169for
1490+368rev
pe_pgrs19+59for
pe_pgrs19+312rev
pe_pgrs20+66for
pe_pgrs20+313rev
ppe24+20for
ppe24+306rev
0986+36for
0986+242rev
3488+31for
3488+254rev
lipF+150for
lipF+353rev
fadB2+228for
fadB2+443rev
umaA+77for
umaA+292rev
CS-057-sigAF
CS-058-sigAR

GCC TGT TCGACACGG TTTAT
TTCCTT GTC GAGCTTTTC GT

TAT CTT CCC GTACAC CGTACAAG

TTT CCT GAG CGTAGC TGT GA
CTT CGT TGACCC CTCACAAC
GCT CCAAGA GCAAAC GGTTA
TGA GCAGAG CGTTCATCATC
CTGATGAGC TGACGATCGAG
GAT CGAGGC CTACGACATTC
AAG TTC TCC CCAAAC CTGCT
CATTCG CTGGACATTTGCT
AAG AAC CGA GGT CAGAGT GC
TTG CTGACAGCT TGACTT GG
ACG GAC GAAGTC GTG AGAAT
GAAGCT GTC TTT CCG AAT GC
AGG ATAAGC CACACCACGAC
GTATCG GTT CGG CAATCAGC
GTT GAT CAAACC CAG CACCT
ATC GTC GAT CAATGC CTCA
CGTTGATCAAAC CCAGCAC
CGC CGG AGATCAATT CAG
CGT CTT GAC CGC TTCAAACT
GAG CTG GAC ATT CCGAGAAG
TCTCGCTCGGTTTTC TGAGT
CTG CACATC CTG CAC CAC
CGATCC TCG GTC AGT GCT
CGACTATCG GCT GAT CCC TA
GGA GAGATG GCCACTATT GC
CAC CGACCT CAACGACCTAT
ACC GGATTG AAG AAATGC AG
TAG ACC CCACGATGG CTTAC
GAT TGC GAC TGAGCG TGATA
AAA CAG ATC GGC AAG GTAGC
CTG GAT CAG GTC GAG AAACG



