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A complete ribosomal RMA (rRNA) operon from tomato (Lycopersicon esculentum
Mill) has been cloned (1), mapped and partially sequenced. Here we present
the primary structure of one 255 ribosomal gene. The nucleotide sequence was
determined by the dideoxy method in combination with unidirectional digestion
with exonuclease III (2).

GAGTTTAAGC ATA'I'CMTH ococmm AGAAACTTAC AAGGATTCCC CTAG‘I‘MCGG CGAGCGAACC 100

GGGAACAGCC CAGCCTTAGA ncomooc TCCGTCGTCC CCCAAGTCCC TGGAAGGGGC 200
TGTTTGGGAA TGCAGCCCAA ATCGGGCGGT 300

GAATTCCGTC CAAGGCTAAA CGA AAGATGAAAA GGACTTTGAA AAGAGAGTCA AAGAGTGCTT 400
GAA ACG GGTCCGCCGA TCAGCTCGGG GCGTGGACCA 500
CAA CCCGATTGTG GA 'CG 600

TTGAAACACG GACCAAGGAG 700

AAACCCGTAA GGCGTAAGGA ACCTTGATCT AGG GTTC! 800
GTCGGGACCC GAAAGATGGT GAACTATGCC TGAGCGGGCG AAGCCAGAGG AAACTCTGGT AAT CGT 900
Aml‘fl GGGCGAAAGA CTAATCGAAC CGTCTAGTAG CTGGTTCCCT CCGAAGTTTC 1000
AT CCTATTCTTC AAACTTTAAA CTT CG 1100

GAATCAAGAG CTCCAAGTGG GCCATTTTTG GTAAGCAGAA ACC GGA. AA CTA 1200
TCCCACAAAG GGTGTTGGTC GAﬂAAGACA GCAGGACGGT GGTCATGGAA G‘N:GAM‘I‘CC GCTAAGGAGT GN'I‘AACMC TCACCTGCCG AATCAACTAG 1300
CCCCGAAAAT GCTGCAAAAC 1400
cT GTAGCAATAT TCAAATGAGA ACTTTGAAGG CCGAAGAGGG AAAGGTTCAT 1500
GTGAACGGCA CTTGCACATG GGTTAGTCGA TCCTAAGGGT COGOGMCCC CGACAGATAG CGCGTTTCGC GCGTACTCCG AAAGGGAATC GGGTTAAAAT 1600
TCCNMCCO GGACGTGGCG GTTGACGGCA ACGTTAGGAA A GAGTTATCTT TTCTGTTTAA CAGCCTGCCC 1700
GGA CGGCGGCCCT TGAAAATTCC 1800

A TCTCCAAGGT GAACAGCCTC NG‘I'CGA'I'OG AACAATGTAG GCAAGGGAAG 1900

TCGGCAAAAT GGATCCOTM CTTCGGGAAA AGGATTGGCT 3000

TGGGAACGGT TCCTTCGGGG GCCTTCCCCG GGCGTCGAAC AGCCAACTCA 2100
GAACTGGTAC GGACAAGGGG AATCCGACTG TTTAATTAAA ACAAAGCATT GCGATGGTCC CAACGGATGT TTACGCAATG TGATTTCTGC CCAGTGCTCT 2200
GAN'

\TGTCAAA GTGAGAAATT CAACCAAGCG CGGGTAAACG GCGGGAGTAA C'I‘ANACM CTTAAGGTAG CCAAATGCCT CGTCATCTAA TTAGTGACGC 2300
GCATGAATGG ATTAACGAGA T AAGGGAACGG GCTTGGCAGA ATCAGCGGGG AAAGAAGACC 2400
CTGTTGAGCT TGACTCTAGT CCGACTTTGT GAAATGACTT GAGAGGTGTA MA‘I'MGNG GAGCCGAAAG GCGAAAGTGA AATACCACTA CTTTTAACGT 2500
TATTTTACTT ATTCCGTGAA TCGGAAGCGG GGCACTGCCC CTCTTTTTGG ACCCAAGGCT GGA 2600
AGTTTGGCTG GGGCGGCACA TCTGTTAAAA GATAACGCAG GTGTCCTAAG ATGAGCTCAA CCGAGAACGA GACGAAATCT CGTGTGGAAC AGAAGGGTAA 2700

AAGCCTCCGT TTGATTCTGA TTTCCGAGTA CGAATACGAA CCGTGAAAGC GTGGCCTTAA CGATCCTTTA GACCTTCGGA ATTCGAAGCT wwchn 2800
GAAAAGTT AG!

AC AG CGTTC. GACGTTGCTT T TCT AT 2900
AGAATTCACC AAGTGTTGGA TTGTTCACCC Accuﬂm ucmm GGGTTTAGAC T TT! 3000
TCGCAATAGT uﬂcncc‘r GCTTGGTTGA MAGCCM;TG GCGCGAAGCT ACCGTGTGCT 3100

TA A A GTCCGCTTGC CGACCCGCAG TAGGGGCCTT GCCCGAAGGG 3200

CACGTGTCGT TGGCTAAGTC A A GTACAATTTC CATCGAGCGG CGGGTAGAAT CCTTTGCAGA CGACTTAAAT 3300
ACGCGACGGG GTATTGTAAG TGGCAGAGTG GCCTTGCTGC CACGATCCAC TGAGATTCAG CCCTTTGTCG CTCCGATTCG T

Fig. 1. Nucleotide sequence of a tomato 25S rDNA. The RNA-like strand is
shown. The 5' terminus and the 3' terminus of the 25S rRNA are shown in
analogy to those of rice (3) and have not been determined experimentally.
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