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The envY gene influences temperature-dependent expression of several
E. coli envelope proteins, most notably the porins, OmpF and ompC, and the
lambda receptor, LamB (1). envY has been mapped, cloned, and its product
identified (1). sSequencing of this gene was performed by the Sanger chain
termination method (2) on a 945 bp EcoRI-PstI fragment derived from the envy
complementing plasmid pML22 and cloned into M13. The sequence revealed an
open reading frame which codes for a polypeptide of 253 amino acids (MW
28,642). A large number of cysteine residues were indicated consistent with
previous studies showing a requirement for reducing agents in denaturing the
EnvY protein. Analysis of the amino acid sequence suggests that EnvY is a
soluble protein and that codon usage is like that of other weakly expressed
E. coli proteins. A region of dyad symmetry was observed in the 5’ non-
coding region of this gene.
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