
H. ste. H01780
H. ste. JB214_4
H. stenostachys BCC2021
H. erectifolium BCC2026
H. pus. CN27877
H. pus. BCC2043
H. pusillum BCC2049
H. intercedens BCC2044
H. euc. H01132
H. euclaston BCC2022
H. cal. H02084
H. cal. H01942
H. cal. H02012
H. cal. BCC2057
H. cal. H01957
H. cal. H02419
H. cal. BCC2058
H. californicum H01951
H. chi. Hch008
H. chi. Hch016
H. chi. Hch017
H. chi. CN27413
H. chi. Hch204
H. chilense Hch225
H. fle. BCC2023
H. flexuosum JB208A_1
H. pub. JB291_2
H. com. JB022b_4
H. pub. JB035C_1
H. mur. H00219_C
H. pub. H01238
H. pubiflorum JB021_5
H. com. JB244_1
H. mut. BCC2014
H. mut. BCC2042
H. mut. H00955
H. muticum H00957
H. cor. JB255A_1
H. cor. BCC2039
H. cor. JB261A_1
H. cordobense JB262A_1
H. pat. JB303B_1
H. pat. JB318A_4
H. pat. H01535
H. bog. H07498
H. bog. H07416a
H. bog. BCC2070
H. pat. JB015C_1
H. pat. H01248
H. pat. BCC2033
H. com. JB008_3
H. pat. BCC2064
H. pat. JB024_1
H. pub. JB053Ba
H. pub. BCC2068
H. pub. JB020_2
H. com. JB402_2
H. pat. JB044Bd
H. com. JB015D_1
H. com. JB424_1
H. patagonicum JB052Ba
H. comosum JB240A_2
H. bog. H07202
H. bogdanii BCC2063
H. ros. BCC2015
H. ros. H07421a
H. ros. BCC2069
H. roshevitzii H09194
H. bre. PI401390
H. bre. PI401374_B
H. bre. PI401374_A
H. bre. H00315
H. brevisubulatum PI440419
H. gus. BCC2005
H. gus. JB157
H. gus. JB113_1
H. gussoneanum JB106_6
H. mar. BCC2001
H. mar. JB069_3
H. marinum BCC2006
H. mur. BCC2002_A
H. mur. BCC2002_B
H. mur. PI218078_A
H. mur. PI218078_B
H. mur. PI223371_A
H. murinum subsp. glaucum PI223371_B
H. bul. JB138_1_A
H. bul. BCC2061_A
H. bul. BCC2061_B
H. mur. PI218078_C
H. bul. JB138_1_B
H. bul. JB149_1_A
H. bul. F2142
H. bul. JB145_2_B
H. bul. JB145_2_A
H. bulbosum JB149_1_B
H. vul. F2097
H. vul. F2131_B
H. vulgare subsp. spontaneum F2131_A
Secale strictum R1108
Secale vavilovii R1027
Triticum urartu TRI17921
Triticum monococcum TRI13061
Taeniatherum caput-medusae GRA1126
H. bre. PI229753_A
H. brevisubulatum PI229753_B
Eremopyrum triticeum GRA2250
Dasypyrum villosum GRA1020
Psathyrostachys juncea GRA0692
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Figure S2. Strict consensus tree of 50,000 most parsimonious trees (L = 374 steps, CI = 0.84, RI = 0.96) from an analysis of
TOPO6 sequences derived from diploid Hordeum taxa and eight outgroup species. Numbers along branches depict bootstrap
values (%) of major clades of the tree derived from a ’fast-and-stepwise’ analysis of 50,000 bootstrap re-samples. Psathyrostachys
juncea was defined as outgroup taxon in the analysis.
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