p s
I oy,
T T Y o)
~ - o N
VNJW Td1S9
T-w«g\.\a
— I -
- aﬁﬁ@
W@vv\q\
8
— -,
r T T 1 \h«
™ o~ — o
YNJW N109
i
w«&s@
— I
=2
TIW@wv\Q\z
I\oéeom
: : : : . Y
< ™ ~ - o y
VYNJW 2709
w«@.@
—— I /oy,
S
s
- Ww§®v
[ | k&@ﬁwa
4 N O ©® © < N O -
— — —
VYNdJW TXOWH
.Wﬂf\\e
I /.
— — .
QVYQ\
r— s
_ : _\o«\eoo
/s
o~ — o i
VYNYW TOON

Figure S4
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Figure S4. PALB2 depletion reduces expression of a subset of NRF2 downstream genes. (A) U20S cells

were treated with control, PALB2, KEAP1 and NRF2 siRNAs for 48 hour. Total RNAs were extracted and
mRNA levels were determined by qRT-PCR. Knockdown of protein levels is as shown Fig. 6A. (B) T98G
cells were treated with the siRNAs for 48hr, and expression levels of NRF2 downstream genes were
analyzed by gqRT-PCR. PALB2, KEAP1 and NRF2 protein levels were analyzed by Western blotting.



