Supplementary Figure 1 Hierarchical cluster of sulfate reduction related dsrAB functional genes. Red indicates

signal intensities above background while black indicates signal intensities below background. Brigher red

colourng indicates higher signal intensities. The bar of colors below the sample names indicates the average signal

intensities of each sample.
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H24 8F10F06
M21 1F27706
M21 8510706
B03 919706
BO3 1f27706
M16 9F19706
M24 1F27706
M16 975706

Fi0032648 lab clone

6014574 Solar Lake Mat Clone91s

Fi015084h lab clone

13249547 uncultured sulfate-reducing bacterium
18034344 Desul fobacterium oleovorans

#671004 Desul fobacter vibrioformis

157867969 Desul forhabdus amnigena

34604739 uncultured sulfate-reducing bacterium
30525459 uncultured sulfate-reducing hacterium
157871976 Desulfitobacterium dehalogenans
Fi010130E lab clone

14090317 Desulfovibrio longus

Fi015014% lab clone

15077472 Desul foviroa adinica

20086266 Desul fomicrobium orale

18034350 Desul fohacterium vacuolatum

34148180 Desul fotomaculum ruminis

14090312 Desul fovibrio fructosovorans
Fi003212E 1lab clone

13898441 sulfate-reducing bacterium 5TC
40253107 uncultured sulfate-reducing bacterium
18034322 Desul facinum infernum

34017124 uncultured bacterium

18034311 DPesulfohalobium rethaense

Fi300226B lab clone

15055588 DPesulfococcus multivorans

12667674 uncultured sulfate-reducing bacterium UMTRAd=sr326-16
34017144 uncultured hacterium

13249555 uncultured sulfate-reducing bacterium
10716968 Desulfovibrio africanus

10716967 Desul fovibrio africanus

15077484 Desulfomonile tiedjei

Fi3000888 lab clone

13560084 DPesulfotomaculum kuznetsovii

12667572 uncultured sulfate-reducing hacterium UMTRAdsré15-1
13560085 DPesulfotomaculum kKuznetsovii

13898429 uncultured nhenanthrene mineralizing bacterium
25990808 uncultured hacterium

229008384 uncultured bacterium

61719922 Solar Lake Mat Clone9%063

12667616 uncultured sulfate-reducing bacterium UMTRAdsr$53-36
13249551 uncultured sulfate-reducing hacterium
20501973 uncultured sulfate-reducing bacterium
34604745 uncultured sulfate-reducing hacterium
13249541 uncultured sulfate-reducing bacterium
12667660 uncultured sulfate-reducing bacterium UMTRAd=sr610-10
14669515 uncultured bacterium

14276808 Desul fotomaculum putei

TPBE161636 lab clone

19774218 DPesulfovibrio aesnoeensis

20502003 uncultured sulfate-reducing bacterium
20502017 uncultured sulfate-reducing bhacterium
31322350 Desulfatibacillum alinhaticivorans
40253061 uncultured sulfate-reducing hacterium
20502009 uncultured sulfate-reducing hacterium
Fi010084E lab clone

40253098 uncultured sulfate-reducing bacterium
14669491 uncultured bhacterium

18034320 Svntronhobacter fumaroxidans
Fi005228% lab clone

14359155 uncultured sulfate-reducing bacterium
14389227 uncultured sulfate-reducing bhacterium
30525450 uncultured sulfate-reducing bacterium
12667656 uncultured sulfate-reducing bacterium UMTRAdsr626-22
Fi3001818 lah clone

13249523 uncultured sulfate-reducing bhacterium
13560088 Desul fotomaculum thermohenzoicum
13249557 uncultured sulfate-reducing bhacterium
40253030 uncultured sulfate-reducing bacterium
FW0150710B lab clone

14389151 uncultured sulfate-reducing hacterium
15080893 Desul fotomaculum thermoacetoxdidans
18034323 Desulfacinum infernum

12667570 uncultured sulfate-reducing bacterium UMTRAdsr626-27
23393894 Desulfotiomum halticum

14669527 uncultured bacterium

14669513 uncultured hacterium

13249539 uncultured sulfate-reducing bacterium
15055513 Desulfovibrio sm. PT-2

13249571 uncultured sulfate-reducing bacterium
13560081 Desulfobulbus elongatus

18693299 Thermodesulfobacterium commune
40253110 uncultured sulfate-reducing bacterium
34017212 uncultured bacterium

25990810 uncultured hacterium

30525431 uncultured sulfate-reducing hacterium
FW010117E 1lab clone

13560298 Desulfovibrio desulfuricans

Fi015318E 1lab clone

14389123 uncultured sulfate-reducing hacterium
21673682 Chlorobium tewidum TLS

13249527 uncultured sulfate-reducing hacterium
Fi300226R lab clone

TPE16009R% lab clone

40253070 uncultured sulfate-reducing hacterium
13249543 uncultured sulfate-reducing bacterium
14389153 uncultured sulfate-reducing hacterium
15050889 Desulfotomaculum thermosapovorans
TPB16241E lab clone

13561054 Desulfosarcina variabilis

12667632 uncultured sulfate-reducing bacterium UMTRAdsr328-1
Fi300015h 1labh clone

15077418 Desulfofaba uelida

30525423 uncultured sulfate-reducing bacterium



12667562 uncultured sulfate-reducing bacterium UMTRAd=r§26-7
TPB16070R lah clone

6179926 Solar Lake Mat Clonel3n

18034334 Desulfobacter postygatei

FW0150848 lab clone

34017150
14389189
12667666
20501967
25990780

uncultured bhacterium

uncultured sulfate-reducing bacterium

uncultured sulfate-reducing bacterium UMTRAdsr648-16
uncultured sulfate-reducing bacterium

uncultured bhacterium

FW010033B lab clone

FW300058B lak clone

FW010010B labh clone

18034299 Desulforibrio hurkinensis

25990796 uncultured hacterium

25990732 uncultured bacterium

FW30016TA labh clone

23393888 Desulfobacterium cetonicum

FW003113B lab clone

13249511 uncultured sulfate-reducing bacterium
40253032 uncultured sulfate-reducing bacterium
TPB16101% lah clone

14389267 uncultured sulfate-reducing bhacterium
6778685 uncultured sulfate-reducer HMS-11

34017130
34017210
11090293
13898437
15077415
13898405
40253093

uncultured hacterium

uncultured bhacterium

Desul fomicrobium norveaicum

uncultured whenanthrene mineralizing bacterium
Desul foribrio desulfuricans subsn. desulfuricans
uncultured benzene mineralizing bacterium
uncultured sulfate-reducing bacterium

Fi0150158 lab clone

14389137 uncultured sulfate-reducing bacterium
15076856 Desul fosporosinus orientis

Fi003106B lab clone

4028021 Desul fotomaculum thermocisternum
40253090 uncultured sulfate-reducing bacterium
34017094 uncultured bacterium

14389159 uncultured sulfate-reducing bacterium
34017198 uncultured bacterium

Fi3001678 lab clone

Fi0031818 lab clone

14389177 uncultured sulfate-reducing bacterium
4028020 Desul fotomaculun thermocisternum
34017182 uncultured bacterium

20501931 uncultured sulfate-reducing bacterium
25990790 uncultured bacterium

14389143 uncultured sulfate-reducing hacterium
902747 Desulfovibrio vuluaris

40313561 Pelotomaculum sw. MGP

40253034 uncultured sulfate-reducing bacterium
13898427 uncultured phenanthrene mineralizing bhacterium
18034317 Svntronhobacter wwlinii

TPE160708B labh clone

Fi005278B lab clone

14389221 uncultured sulfate-reducing bacterium
14276799 Desul fotomaculun geothermicum
Fi0032698 labh clone

40253059 uncultured sulfate-reducing bacterium
13249515 uncultured sulfate-reducing hacterium
6014583 Solar Lake Mat Clone9

TPBE160518 labh clone

23475395 Desulfovibrio desulfuricans G20
FW00307Th lab clone

Fi0032058 lab clone

20502021 uncultured
12667636 uncultured
FW003050R lab clone
12667650 uncultured
FW0052918 lab clone

143869259
34604744
289714756
12667678
20501989

uncultured
uncultured

sul fate-reducing bhacterium
sulfate-reducing bacterium UMTRAdsr610-2§

sulfate-reducing bacterium UMTRAdsr610-25

sul fate-reducing bacterium
sulfate-reducing bhacterium

uncultured bacterium

uncultured
uncultured

sul fate-reducing bacterium UMTRAdsre24-3
sulfate-reducing bacterium



Supplementary Figure 2 Hierarchical cluster of methane generation related mcr functional genes. Red indicates
signal intensities above background while black indicates signal intensities below background. Brigher red
colourng indicates higher signal intensities. The bar of colors below the sample names indicates the average signal

intensities of each sample.
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38570176 uncultured ewrvarchaeote

38570178 uncultured ewrvarchaeote

38503485 uncultured eurvarchaeote

38570220 uncultured eurvarchaeote

30230515 Methanocornusculum narivum

13259189 uncultured methanowaen RS-MCR041
13259177 Methanoculleus thermonhilus

2497836 Methanocaldococcus ‘annaschii

2826338 Methanocaldococcus -‘annaschii DSM 2661
16798095 Methanobacterium formicicum

38570170 uncultured eurvarchaeote

38503477 uncultured ewrvarchaeote

1445687 Methanothermobacter thermautotrophicus
34305102 uncultured archaeon

16798077 Methanofollis liminatans

13259187 uncultured methanogen RS-MCRO3




Supplementary Figure 3 Hierarchical cluster of denitrification related nirS/K functional genes. Red indicates signal
intensities above background while black indicates signal intensities below background. Brigher red colourng
indicates higher signal intensities. The bar of colors below the sample names indicates the average signal

intensities of each sample.
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37704465 uncultured bacterium
23393003 uncultured bacterium
22252838 uncultured bacterium
GCT-D05 lab clome

27125563 uncultured bacterium
24421307 uncultured oroganism
38373185 uncultured bacterium
37999212 uncultured bacterium
23392997 uncultured bacterium
HEPT-D10 lah clone

245283718 uncultured bacterium
23393005 uncultured bacterium
24421447 uncultured ordganism
38455930 uncultured bacterium
14523797 Sinorhizobium meliloti 1021
287907 Pgeudomonas chlororanhis
28542625 uncultured bacterium
22796202 gamma protechacterium C€10-1
28512655 uncultured bacterium
383731711 uncultured bacterium
14039634 Hitrosomonas sn. URW
38373173 uncultured bacterium
22252736 uncultured bacterium
24421335 uncultured organism
DR-HIBRK-C10 lab clone

38373179 uncultured bacterium
28629797 uncultured bacterium
14039643 Hitrosomonas sp. Th-921i-HH4
ORA-HIRK-BO08 lah clone

24421289 uncultured oroganism
22252786 uncultured bacterium
19072871 Ochrobactrum sp. 4FB13
OFRA-HIRK-G12 lab clone

24528394 uncultured bacterium
DA-HIBK-D09 lah clone

19072813 Ochrobactrum sp. 4FB14
DR-HIBE-HO04 lab clone

38373165 uncultured bacterium
24415238 uncultured oroganism
27125547 uncultured bacterium
28629803 uncultured bhacterium
28629801 uncultured bacterium
24421439 uncultured oroganism
23393013 uncultured bacterium
24421269 uncultured ordganism
11344610 Pseudomonas fluorescens
HEPd1-B05 lab clone

28629785 uncultured bacterium
7160889 uncultured hacterium w32
GCT-A07 lab clone

GCT-F06 lab clone

28542613 uncultured bacterium
28629753 uncultured bacterium
19548123 Thauera termenica
28629805 uncultured bacterium
37999218 uncultured bacterium
HEPFd2-705 1lab clone

14039640 Hitrosomonas sn. C-113a
13958044 hzospirillum lipoferum
DE-HIBE-B01 lab clone

19548119 Thauera selenatis
24528408 uncultured bacterium
37999226 uncultured bacterium
24528406 uncultured bacterium
36455924 uncultured bhacterium
38373181 uncultured bacterium
2493987 Paracoccus denitrificans
27355371 Bradvrhizobhium japnonicum USDR 110
3758830 Hywhomicrobium zavarzinii
3757765 Blastobacter denitrificans
12597209 Rlcalicenes sn. STC1
9843807 Paracoccus nantotronhus
24421211 uncultured oroanism
23392983 uncultured bacterium
227196222 uncultured bhacterium pal?
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Supplementary Figure 4 Hierarchical cluster of nitrogen fixation related nifH functional genes. Red indicates
signal intensities above background while black indicates signal intensities below background. Brigher red
colourng indicates higher signal intensities. The bar of colors below the sample names indicates the average signal

intensities of each sample.
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20278785 uncultured nitrogen-fixing bacterium
3372173 unddentified bacterium

22449901 uncultured bacterium

497886 uncultured nitrooen-fixing bacterium
33385643 uncultured bacterium

3372164 unidentified bacterium

29293268 uncultured bacterium

22449947 uncultured bacterium

3157594 unidentified nitrowen-fixing bacteria
12001684 uncultured bacterium HR1626

780713 unidentified marine eubacterium
3157590 undidentified nitrowen-fixing bacteria
3157724 unidentified nitrogen-fixing bacteria
11875063 Serratia marcescens

4336635 uncultured nitrowen-fixing bacterium A37
2897667 Paenibacillus macerans

3157632 unddentified nitrowen-fixing bacteria
3157704 undidentified nitrowen-fixing bacteria
7339947 unidentified nitrogen-fixing bacteria
1255484 unidentified bacterium

21566763 uncultured nrokarvote

3372185 unddentified bacterium

3157586 unidentified nitrogen-fixing bacteria
29293252 uncultured bacterium

4529864 Desulfobacter curvatus

780711 unidentified marine eubacterium
3157706 unidentified nitrowen-fixing bacteria
12001692 uncultured bacterium HR1630

29293222 uncultured bacterium

3157690 unidentified nitrogen-fixing bacteria
5701920 Paenibacillus oraminis

3157624 unidentified nitrogen-fixing bacteria
15766853 uncultured bacterium

28625927 Methvlomonas methanica

33385715 Methanothermobacter thermautotrophicus
1255496 unidentified bacterium

15766627 uncultured bacterium

3810903 Methanosarcina bharkeri

21566669 uncultured nrokarvote

3157512 undidentified nitrowen-fixing bacteria
3157722 undidentified nitrowen-fixing bacteria
12001836 uncultured bacterium HR1602

10863135 marine stromatolite eubacterium HE{0593) Z07
13173319 uncultured bacterium

33333760 Klebsiella nneumoniae

13936671 uncultured bhacterium

1236929 hnabaena variabhilis

19070157 uncultured nitrowen-fixing hacterium
4336667 uncultured nitrogen-fixineg bacterium C3
780721 unidentified marine eubacterium
20804123 Mesorhizobium loti

12001676 uncultured bacterium HR1622

15167029 uncultured bacterium

29293440 uncultured bacterium

780717 unidentified marine eubacterium
3157500 unidentified nitrogen-fixing bacteria
29293438 uncultured bacterium

22255734 Mesorhizobium sn. LMG 11892

13173329 uncultured bacterium

13936679 uncultured bacterium

780727 unidentified marine eubacterium
28864303 uncultured nitrowen-fixing hacterium
20977652 uncultured nitrogen-fixing bacterium
9295212 uncultured bacterium

33385573 uncultured bhacterium

6277247 nitrowen fixdnr bacterium AHFE33
215665719 uncultured nrokarvote

29293436 uncultured bacterium

12001832 uncultured bacterium HR1600

1255474 unidentified bacterium

17933464 Desulfovribrio vulaaris

29649394 uncultured nitrogen-fixing bacterium
22449909 uncultured bacterium

22449955 uncultured bacterium

1255488 unddentified bacterium

780733 unidentified marine eubacterium
19070147 uncultured nitrogen-fixing bacterium
12659198 Trevonema azotonutricium

29293402 uncultured bacterium

3157562 unidentified nitrogen-fixing bacteria
15766689 uncultured bacterium

780719 unidentified marine eubacterium
13173305 uncultured bacterium

3165372 unidentified nitrogen-fixing bacteria
1698868 Pseudanabaena sn. PCC 7403

13173335 uncultured bacterium

15766925 uncultured bacterium

29293198 uncultured bacterium

12001634 uncultured hacterium HR1601

4336639 uncultured nitrooen-fixing bacterium Rd7
29293380 uncultured bacterium

10863113 Phormidium sn. AD1

3157610 unidentified nitrowen-fixing bacteria
6523533 uncultured microoruanism SH-12
1389856 Clostridium cellobionarum

3157602 unidentified nitrowen-fixing bacteria
507654 uncultured nitrogen-fixinge bacterium
20278837 uncultured nitrogen-fixing bacterium
33385647 uncultured bacterium

1696874 Chloroaloeonsis so.

21566697 uncultured nrokarvote

10863129 lactate SEB-Enrichment culture clone HBELacl
142052 uncultured marine bacterium

3157698 unidentified nitrogen-fixing bacteria
21566747 uncultured nrokarvote

10863141 marine stromatolite eubacterium HE/0697) Al100
20276769 uncultured nitrowen-fixing hacterium
760709 unidentified marine eubacterium
22255728 Mesorhizobium amorvhae

15166693 uncultured bacterium

20278757 uncultured nitrogen-fixing bacterium
29293410 uncultured bacterium

4336645 uncultured nitrogen-fixine bacterium B9
10863139 marine stromatolite eubacterium HE({0593) Z14
29293202 uncultured bacterium

3157506 unidentified nitrogen-fixing bacteria
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Supplementary Figure 5 Hierarchical cluster of carbon degradation related functional genes. Red indicates signal

intensities above background while black indicates signal intensities below background. Brigher red colourng

indicates higher signal intensities. The bar of colors below the sample names indicates the average signal

intensities of each sample.
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4115621 Xanthomonas sw. AK

914698 Serratia marcescens

34589462 Humicola orisea

34495601 Chromobacterium violaceum ATCC 12472
17549101 Ralstonia solanacearum GMI1000

32399643 Pleurocotus saior-caiu

23112876 Desulfitobacterium hafniense

42330 Pectobacterium carotovorum

27372231 Alteromonas sn. 0-1

1899048 Serratia wlvmuthica

298277641 Strentomvces avermitilis Ma-1680

434942 Pectobacterium carotovorum

18182590 uncultured bacterium

10441362 Ganoderma lucidum

21219953 Strentomvces coelicolor A3(2)

31793166 Mvcobacterium hovis IF2122/797

18266214 Harcissus wnsewdonarcissus {daffodil)
31792283 Mvcobacterium hovis AF2122/797

23028336 Leuwconostoc mesenteroides subsn. mesenteroides ATCC §293
34498191 Chromobacterium violaceum ATCC 12472
24209900 Cordvcens bhassiana (anamorph: Beauwveria bassiana)
195709441 Strentomvces oriseus

22965743 Burkholderia funcorum

3928777 Pseudoalteromonas sn. 59

29317842 Bacteroides thetalotaomicron YPI-5482
49722§5 Listonella ancuillarum

19071884 Bacillus =sn. P-358

3716370 Asweraillus niger

28875565 Piloderma croceum

15794502 Heisseria menimritidis Z2491

11595860 Xanthomonas camestris pr. campestris
371702651 Trametes so. C30

40672 Clostridium thermocellum

20806951 Thermoanaerohacter tengcongensis

11935134 Aiellomvces cansulatus

21241383 Xanthomonas axonovwodis vy, citri str. 306
34498771 Chromobacterium violaceum ATCC 12472
2815784 Asperaillus flavus

2426 Emericella nidulans {anamorvh: Asperaillus nidulans)
15896708 Clostridium acetobutvlicum ATCC &24
25045783 Pleurotus ostreatus (oyster mushroom)
6911545 Asperaillus niger

19171198 Gaeumannomvces oraminis war. tritici
7158964 heromonas hwdronhila

15894204 Clostridium acetobutvlicum ATCC &24
15643808 Thermotooa maritima MSBS

19309740 GacumannomvCces Oraminis var. graminis
8926959 Reticulitermes spneratus hindgut protist 130484
19697890 Trametes hirsuta

9437305 Erwinia chrysanthemi {Pectobacterium chrysanthemi)
18143418 Alteromonas sn. 0-7

231271137 Hostoc nunctiforme

6179891 Alternaria alternata

429026 Amhanocladium album

4838316 Conrinonsis cinerea

6651327 Caldibacillus cellulovorans

18162554 uncultured bacterium

22997056 Xvlella fastidiosa Ann-1

212317104 Xanthomonas camestris pr. campestris str. ATCC 33913
4062993 Trichoderma wiride

38479544 Flammulina wvelutines

23491746 Strentomvces lavendulae

18073070 uncultured basidiomycete

§32901 Fusarium oXwsnorum

21355049 Serratia nlvmuthica

29829800 Strentomvces avermitilis MA-41680

23477240 Phvtovhthora cinmamomi

499712 feromonas sn. 105-24

12005274 Sinorhizobium meliloti {Rhizobium melilotiy
8926971 Reticulitermes speratus hindgut protist 130484
32475429 Pirellula sp.

9957147 Polvnorus ciliatus

20270772 Trametes nubescens

28873597 Piloderma byssinum

23305623 Panorbis vriscosus

4732055 Bhizobium 1ecuminosarum

8980306 Clavibacter michiganensis

6967121 Asweraillus niger

2615394 Penicillium ianthinellum

23267163 Asneruillus aculeatus

22750441 Phvtovhthora cinmamomi

1469786 Ralstonia solanacearum

21616730 Trametes sn. C30

32473706 Pirellula spo. 1

2997131 Asperuaillus aculeatus

17736612 Pseudomonas sn. PE2

15965678 Sinorhizobium meliloti 1021

18073072 uncultured basidiomvcete

11995035 Burkholderia cewacia

17549777 Ralstonia solanacearum GHMI1000

15639440 Mvcobacterium tuberculosis CDC1531

2383 Asvperaillus niger

28200469 Cellvribrio ‘ianonicus

7209516 Burkholderia cladioli

520821 Fusarium oxvspnorum

38636430 Heurosnora crassa

3962838 Penicillium oriseoroseum

662361 Pectobacterium carotowvorum

33284730 Salinivibrio costicola

5441844 Penicillium olsonii

6259088 Penicillium oriseoroseum

11714245 Trametes versicolor

1100246 Trametes willosa

28137344 Ceriworionsis subvermisnora

21231582 Hanthomonas camestris wvr. campestris str. ATCC 33913
13473336 Mesorhizobium loti MAFF303099

4249556 Hundcola orisea var. thermoidea

1708076 Crwwtococcus flavus

21231202 Xanthomonas camestris nr. camestris str. ATCC 33913
148392 Erwinia chrvsanthemi (Pectobacterium chrysanthemd}
22961749 Rhodonseudomonas nalustris

34498349 Chromobacterium violaceum ATCC 12472
9437306 Exrwinia chrvsanthemi {Pectobacterium chrysanthemi)
4827151 Gluconacetobacter xvlinus

148390 Pectobacterium carotoworum

39708620 Thermobifida fusca

144792 Clostridium cellulovorans

25990935 Piromvces sn. E2

21219289 Strentomvces coelicolor RA3{2)

4104166 Pseudomonas sn. YD-15

23305801 Phaeoswhaeria swartinicola

11321444 Emericella nidulans {(anamorph: hAspergillus nidulans)



2961335 Onhiostoma nowvo-ulmi

167469 Crvnhonectria narasitica

580980 Cellulomonas fimi

17937015 Aarobacterium tumefaciens str. €58
23500515 Brucella suis 1330

34366094 Asperaillus aculeatus

2387 Asweruillus niger

8705224 svnthetic construct

21244241 Xanthomonas axonowodis py. citri str. 306
6006710 RAeromonas hwdronhila

8926965 Reticulitermes sneratus hindgut protist 130434
515667 unidentified bacterium

9951145 Polvnorus ciliatus

21223737 Strentomvces coelicolor A3{2)

38313252 Cerrena unicolor

28913020 Heurosnora crassa

23138142 Cytovhata hutchinsonii

18266166 Emericella nidulans {anamorph: Aspergillus nidulans)
144410 Cellulomonas fimi

12007370 Clostridium cellulolyticum

94341 Pseudomonas fluorescens

15893508 Clostridium acetobutylicum ATCC §24
18182556 uncultured bacterium

433070 Xanthomonas albilineans

168828 Heurosnora crassa

21219932 Strentomvces coelicolor A3i2)

4456814 Strentomvces olivaceoviridis

e L L L

26250165 Escherichia coli (FT073

97110 Baminococcus albus

22208527 Vibrio harvevi

271348228 Hocardionsis nrasina

16764269 Salmonella tvohimurium LT2

23137305 Cvtovhasa hutchinsonii

9368583 Hewrosnora crassa

21242808 Xanthomonas axonowodis vy, citri str. 306
15461106 Lentinula edodes (shiitake mushroom)
15644498 Thermotooga maritima MSBS

520819 Fusarium oXvsnorum

23305825 Lachnum spartinae

21223738 Strentomvces coelicolor A3({2)

28914510 Asperaillus fumicatus

32141115 Strentomvces coelicolor A3{2)

6646928 marine bacterium IRI-16

33521684 Trichoderma wiride

21244232 Xanthomonas axonowodis vy, citri str. 306
4095195 Pleurotus ostreatus (oyster mushroom)
58324 basidiomwcete PM1

23028996 Leuwconostoc mesenteroides subsp. mesenteroides ATCC §293
30911083 Microbulbifer decaradans 2-40

o=

5182 Trichoderma longibrachiatum

36958613 Rhizobium sn. HGR234

1497856 Fibrobacter succinogenes

3005981 Fleurotus sp. 'Florida'

2952239 Stenotrovhomonas maltophilia

25200413 Cellvibrio 1aponicus

215025 Bhizonus niveus

8926967 Reticulitermes sweratus hindgut protist 130484
26249933 Escherichia coli (FT073

19526713 uncultured bacteriwm

3298347 Gluconacetobacter xvlinus

21264634 Talaromvces emersonii

21842124 Trichoderma wiride

9949300 Psewdomonas aerwrinosa PAOL

23477238 Phvtophthora cinnamomi

20210710 Trametes nubescens

6694369 Heterobhasidion annoswum

282004711 Cellvibrio Janonicus

23027187 Leuwconostoc mesenteroides subsp. mesenteroides ATCC §293

3L

15790492 Halobacterium sn. HRC-1
28436151 Grifola wmbellata

960296 Reromonas sw. 105-24

19850857 Bacillus amvlolicuefaciens
4249558 Humicola grisea var. thermoidea
531026 Bacillus subtilis

15073078 uncultured bhasidiomvcete
15643807 Thermotowsa maritima MSBS
22150419 Phvtonhthora cinnamomi
15827228 Mvcobacterium lenrae TH
28569970 Epidinium caudatum

1200190 Coccidioides nosadasii

19171196 Gaeumannomvces oraminis war. tritici
3273348 Schizonhvllum commune

19171171 Salmonella typhimurium LT2




