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The complete sequence of a replication competent Hepatitis B
Virus (HPV) full length genome (p4al;1) cloned via the unique 1
Xhol restriction site from a hepatocellular carcinoma was 3215
base pairs long. As other sequenced HBV genomes it contains
open reading frames (ORF) for the genes X (1247—-1708), C
(1774—2322), PreS/S (2586 —705) and Pol (2180—1493). The 3.
genome can be attributed to the adr serotype and possesses an
interrupted preC and an intact preX ORF, properties shared by
4 other HBV DNA clones from the same carcinoma (1). The
presence of the preX ORF appears to be adr specific but not
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generally present on DNA of this serotype based on a comparison

with published sequences (2, 3, 4, 5, 6).
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