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Fig. S3 
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Fig. S4 
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Fig. S6 

A B C 

D E 

-12 -10 -8 -6 -4
0

5000

10000

15000

20000

-7.0

-7.3

log[AZ4800], M

-7.6

-7.9

-8.2

Comparison of Fits

     Simpler model

     Probability it is correct

     Alternative model

     Probability it is correct

Global (shared)

large alpha [3]

>99.99%

alpha=1

<0.01%

log[AZ4800], M

A


4
2
 r

e
le

a
s
e
 (

re
l.

 E
C

L
 U

n
it

s
)

-12 -10 -8 -6 -4
0

5000

10000

15000

20000

-6.6

-6.9

log[AZ3303], M

-7.2

-7.5

-7.8

Comparison of Fits

     Simpler model

     Probability it is correct

     Alternative model

     Probability it is correct

Global (shared)

large alpha [3]

>99.99%

alpha=1

<0.01%

log[AZ4800], M

A


4
2
 r

e
le

a
s
e
 (

re
l.

 E
C

L
 U

n
it

s
)

-12 -10 -8 -6 -4
0

5000

10000

15000

20000

-5.8

-6.3

-6.8

-5.3

log[AZ1136], M

Comparison of Fits

     Simpler model

     Probability it is correct

     Alternative model

     Probability it is correct

Global (shared)

large alpha

>99.99%

alpha=1

<0.01%

log[AZ4800], M

A


4
2
 r

e
le

a
s
e
 (

re
l.

 E
C

L
 U

n
it

s
)

-12 -10 -8 -6 -4
0

5000

10000

15000

20000

-4.2

-4.5

log[Sulindac Sulfide], M

-4.8

-5.1

-5.4

Comparison of Fits

     Simpler model

     Probability it is correct

     Alternative model

     Probability it is correct

Global (shared)

large alpha [3]

<0.01%

alpha=1

>99.99%

log[AZ4800], M

A


4
2
 r

e
le

a
s
e
 (

re
l.

 E
C

L
 U

n
it

s
)

-12 -10 -8 -6 -4
0

5000

10000

15000

20000

-3.5

-3.8

-4.1

-3.2

log[R-flurbiprofen], M

-4.4

Comparison of Fits

     Simpler model

     Probability it is correct

     Alternative model

     Probability it is correct

Global (shared)

large alpha [3]

<0.01%

alpha=1

>99.99%

log[AZ4800], M

A


4
2
 r

e
le

a
s
e
 (

re
l.

 E
C

L
 U

n
it

s
)



Johanna Fälting 

AstraZeneca R&D 

i)

A

D

5 nM [3H]DBZ
5 nM [3H]AZ8349

C

B

E F

Fig. S7 Fig. S7 


