Erg controls endothelial quiescence by repressing NF-«xB

Supplementary Table 1.0ligonucleotide sequences used in this study

RT PCR oligonucleotides

Erg Fwd5’-GGAGTGGGCGGTGAAAGA-3’

Rev 5’-AAGGATGTCGGCCTTGTAGC-3’

Fli-1 Fwd 5’-ACGGGACTATTAAGGAGGCTCTG-3’

Rev 5’-GTTGACCCTCACTGGCCTGATTG-3’

Ets2 Fwd 5’-GAGTTTCAGATGTTCCCCAAGTC-3’

Rev 5’-CTCCGCACCGTTCTCAGG-3’

GABPa Fwd5’-AAGTGACAAGATGGGCTGCT-3’

Rev5’-CTCCCCGAAATGTTGAGTGT-3’

GAPDH Fwd 5’-CAAGGTCATCCATGACAACTTTG-3’

Rev 5’-GGGCCATCCACAGTCTTCTG-3’

ICAM-1 Fwd 5’-CTGAAACTTGCTGCCTATTGGG-3’

Rev 5’>-ACACATGTCTATGGAGGGCCA-¥’

clAP2 Fwd 5’-TGCCAAGTGGTTTCCAAGGTGTGAG-3’

Rev 5’-GGGCTGTCTGATGTGGATAGCAGC-3’

ChlIP oligonucleotides

ICAM-1 region 1 Fwd 5’-GGGAAATATGCGTCTCTGGA-3’

Rev 5’>-CAGAAGGGGAAGCGAAGG-3’

ICAM-1 region 2 Fwd 5’-CTCAGTTTCCCAGGGACAG

Rev 5’-AGGAAGGAAGCTGCGTGAT-3’

ICAM-1 region 3 Fwd 5’>-GACACAATAACAGTCTCCACTCTCC-3

Rev 5°’-GCTGCTCCCGGCCTCCAG-3’
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ICAM-1 region 4

Fwd 5’-TTGGAAATTCCGGAGCTGAA-3

Rev 5’- TGCTGCAGTTATTTCCGGACT-3’

ICAM-1 region 5

Fwd 5’-GGCGCGTGATCCTTTATAGC-3’

Rev 5’-ATTTGTTCCGGAGGG-3’

clAP2 Fwd 5’-GCCACGGTTAAGAGTCATGC-3’
Rev 5’>-AAATCCCCACCCCTATCTGT-3’
IL8 Fwd 5’-GGAAGTGTGATGACTCAGGTTTGC-3’
Rev 5’-CACAGTGAGATGGTTCCTTCCGGTG-3’
GAPDH Fwd 5’-ATGGTTGCCACTGGGGATCT- 3’

Rev 5’>-TGCCAAAGCCTAGGGGAAGA-3;

Site directed mutagenesis oligonucleotides

EBS-96 5’-GGAAATAACTGCAGCATTTGTTGGGGAGGG
GAAGGC-3’

EBS-118 5’-GGGGCACCCTGTCAGTCCCCAAATAACTGC
AGCATTT-3

EBS-156 5’-GGCCAGCGAGGGACCATGACCCTCTCGG-3’

EBS-181 5’-CCGATTGCTTTAGCTTGGAAATTGGGGAGC
TGAAGCG-3’

NF-xB 5’-CCACCGCCGCCCGATTGCTTTAGCTTCTAG
ATTAGGGAGCTGAAGCGGC-3

EBS-358 5’-AACAGTGTCCACTCTCCGGCCAAGTTGGCAG
TATTTAAAA-3

EBS-834 5’-GCTAGCTGCCTCAGTTTGGCCGCGGAGC-3°
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EBS-907 5’-GCTGCTGCCTCAGTTTGGCAGCGACAGGCA-¥

EMSA oligonucleotides

118 WT 5’-biotin-ATGACCCTCTCGGCCCGGGCACCCTGTCAG

TCCGGAAATAACTGCAGCAT-3’

118 MUT 5’-ATGACCCTCTCGGCCCGGGCACCCTGTCAGTCCCCA

AATAACTGCAGCAT-3’

181 WT 5’-biotin-GATTGCTTTAGCTTGGAAATTCCGGAGCTGAAG
CGGCC-3°
181 MUT S’GATTGCTTTAGCTTGGAAATTGGGGAGCTGAAGCGG

CcCc-3




