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The major inner capsid protein, VP7, is encoded by segment S1
of Bluetongue virus (BTV) and confers group-specificity (1). The
complete nucleotide sequence of the double-stranded RNA
(dsRNA) S1 segment of US BTV-17 has been determined from
a full-length cDNA. This clone was generated by a modified

ACKNOWLEDGEMENTS

Supported by Utah Agriculture Experimental Station project 537
USDA grant 86-CRCR-1-2251 and USU Biotechnology grant
4-20122 to Joseph K.K.Li.

polymerase chain reaction (2) and inserted into pUCI18.
Nucleotide sequences of both strands were obtained using
Sequenase (3) and the terminal sequence confirmed by direct
dsRNA sequencing (4). The S1 gene was determined to be 1156

bp in length and has homologies of 95.8% and 77.1% with the REFERENCES

S1 segments of BTV-10 and 13 respectively (4, 5). The plus sense ; gum:lalstHFaﬂe E?S(TESO?JM 2)9[31) io:der':s‘:l’w” J. Vet. Res. 48, 51—-58.
RNA has a 5" noncoding region of 17 bases and a 3' noncoding 3. Tabor.S. and Richardson,C.C. (1087) Proe. Natl. Acad. Sci. USA 84,
region of 89 bases preceded by a UAA translation termination 4767—4771.

codon. Segment S1 of BTV-17 encodes a protein (VP7) of 349 4. Kowalik,T.F. and Li,J.K.-K. (1989) Virology 172, 189—196.
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GUUAAAAAUCUAUAGAGAUGGACACUAUCGCUGCAAGAGCACUCACUGUGAUGCGAGCAUGUGCUACGCUUCAAGAG

M DTIAARALTVMRACATTLAQE
GCAAGAAUUGUGUUGGAAGCCAAUGUGAUGGAAAUUCUGGGGAUUGCUAUCAAUAGGUACAAUGGACUUACUCUACGA
A RI VL EANVMETITLGIAINRYNGLTTU LR
GGAGUGACGAUGCGCCCAACCUCGUUAGCACAAAGAAAUGAGAUGUUUUUUAUGUGUUUGGAUAUGAUGCUGUCUGCU
GVTMPRPTSILAQRNEMFPFMCLDMMILSA
ACUGGGAUAAAUGUCGGACCGAUAUCGCCAGACUAUACUCAACAUAUGGCUACGAUUGGUGUGCUAGCAACACCGGAA
T GINVGPISPDVYTOQHMATTIGV VI LATTPE
AUACCUUUUACAACGGAAGCGGOGAAUGAAAUAGCUCGAGUGACUGGGGAGACUUCGACAUGGGGGCCAGOGCGUCAG
I PFTTEA AANETIARVTGETSTWGUZPATRDQQ
CCUUAUGGUUUUUUCCUUGAAACUGAGGAAACCUUCCAACCUGGGAGAUGGUUCAUGCGCGCCGCUCAAGCAGUARACU
PYGPFPFLETEETTFOQPGRWPFMR RAAQAVT
GCAGUAGUGUGCGGUCCGGAUAUGAUUCAGGUGUCACUCAAUGCUGGAGOGAGAGGGGAUGUACAACAGAUAUUUCAG
A VVCGPDMIOQVSLNAGARGDVOQOQTITFNOQ
GGUCGUAAUGAUCCUAUGAUGAUAUAUUUAGUGUGGAGGAGAAUCGAAAACUUUGCGAUGGOGCAAGGUAAUUCACAA
GRNDPMMIVYLVWRIRIENFAMAQGNSOQ
CAAACUCAAGCGGGUGUGACUGUCAGUGUUGGUGGAGUUGACAUGAGGGOGGGACGCAUUAUAGCOGAGGGAUGGGCAG
Q TQAGVTVSVGGVDMRAGRITIATWDGDQ
GCOGOGCUGCACGUGCAUAACCCAACACAACAGAAUGCGAUGGUGCAAAUACAGCUUGUGUUCUAUAUAUCUAUGGAU
A ALHVHNPTOQOQOQNAMVOQIOQVVF FYTISMD
AAGACUUUAAACCAGUACCCOGCAUUGACUGCUGAGAUUUUUAAUGUUUACAGCUUCAGGGAUCACACAUGGCAUGGG
KTLNOQYUPALTAETITFNVYSFRDUHTWIHG
CUAAGAAOGGCAAUAUUAAACAGAACCACACUGCCAAACAUGCUGCCACCAAUUUUCCCACCAAACGAUCGAGAUAGU
LRTAIILNRTTLUPNMLUPUZPTITFPUPNIDT RIDS

I LTULLZPLSTULADVYTVVLRPETFATIHGUV
AAUCCGAUGCCAGGGCOGCUCACACGUGCUAUUGCACGOGCOGCCUAUGUGUAAUCCACUUUGCACGGGUGUGGGUUA
NPMPGPLTRAIARA AAYUV
CAUAUGOGGUGUGUOGGUUGUGGGAAAUAUGUAACCCAUUUAAACGUCUCUUAGAUUACACUUAC
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