
SNP: rs7903146 p(vs. genomic SNPs)=1.2e−02
Risk Allele: T
Protective Allele: C
Ancestral Allele: T
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30˚ SNP: rs7754840 p(vs. genomic SNPs)=1.1e−01
Risk Allele: C
Protective Allele: G
Ancestral Allele: G
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SNP: rs2237892 p(vs. genomic SNPs)=2.3e−02
Risk Allele: C
Protective Allele: T
Ancestral Allele: C
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30˚ SNP: rs7756992 p(vs. genomic SNPs)=8.8e−02
Risk Allele: G
Protective Allele: A
Ancestral Allele: G
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SNP: rs2074196 p(vs. genomic SNPs)=1.4e−02
Risk Allele: G
Protective Allele: T
Ancestral Allele: G
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