2e+002

Parabacteroides_distasonis_ ATCC_8503_YP_001302159

Bacteroides_sp 2 1_33B_ZP_06077365

100 Bacteroides_thetaiotaomicron_VPI_5482_NP_810172
100 Bacteroides_ovatus_SD_CMC _3f ZP_06615727

_|6_7_|:Bacter01des sp_D1_ZP_04546262

100 Bacteroides_sp_2_2_4_7P_04552107

Bacteroides_intestinalis_ DSM_17393_ZP_03015036

Synechococcus_elongatus_PCC_6301_YP_172652

0 Sphingobacterium_spiritivorum_ATCC_33861_ZP_04779871

Chryseobacterium_gleum_ATCC_35910_ZP_03851897

Cytophaga_hutchinsonii_ ATCC_33406_YP_678986

Flavobacterium_johnsoniae_UW101_YP_001195172

99 Natrialba_magadii_ATCC_43099_YP_003478985

56 Haloterrigena_turkmenica_DSM_5511_YP_003404657

100 Mycobacterium_vanbaalenii_PYR _ 1 _YP_956288
Mycobacterium_gilvum_PYR_GCK_YP_001132572

_|: hodococcus_erythropolis_PR4_YP_002764661
Rhodococcus_erythropolis_SK121_ZP_04383956

100

93 Acinetobacter_sp_ADP1_YP_046671

31 Acinetobacter_sp_SH024_ZP_06691613
88 Bordetella_avium_197N_YP_785289
100 Providencia_stuartii ATCC_25827_ZP_02961439
90 Providencia_rettgeri_DSM_1131_7ZP_06126014
100 99 Providencia_alcalifaciens_DSM_30120_ZP 03320848

17 Providencia_rustigianii_DSM_4541_7ZP_05973326
M Proteus_penneri_ ATCC_35198_ZP_03803903

Pseudomonas_fluorescens_Pf 5_YP_260125

6
” L Xanthobacter —autotrophicus_Py2_YP_001419212
52

Beijerinckia_indica_subsp_indica_ ATCC_9039_ YP 001833033
Comamonas_testosteroni_KF_1_ZP 03543322
Delftia_acidovorans_SPH_I_ YP 001564488
Comamonas._testosteroni CNB_2 YP_003277868
Rhodopseudomonas_palustris_BisA33_YP 782464
Rhodopseudomonas_palustris_BisB18_YP_ 533271
Ochrobactrum_anthropi_ ATCC_49188
Agrobacterium_tumefaciens_str_C58_NP_356074

Bordetella_bronchiseptica_ RB50_NP_890305
Bordetella_pertussis_Tohama_I_NP_879330
Bordetella_parapertussis_12822_NP_885486
Gluconacetobacter_diazotrophicus_PAl 5_YP_ 001600503
Gluconacetobacter_diazotrophicus_PAI_5_YP_002276652
Nitrobacter_winogradskyi_Nb_255 YP_317492
Nitrobacter_sp_Nb_311A_ZP_01045830
Mesorhizobium_loti MAFF303099 NP 108304
100 Rhodopseudomonas_palustris_DX _1_ZP_06359502
Rhodopseudomonas_palustris_ TIE_1_YP_001991082
100 Rhodopseudomonas_palustris_HaA2_YP_487103
Rhodopseudomonas_palustris BisB5_YP_569092
100 Burkholderia_phytofirmans_PSIN_YP_001890310
Burkholderia_vietnamiensis_G4_YP_| 001117445
Stenotrophomonas_maltophilia_K279a_YP_001971952
Stenotrophomonas_sp_SKA14_ZP_05134165
Stenotrophomonas_maltophilia R351 3 YP_002028132
Acidithiobacillus_ferrooxidans_ ATCC_53993_YP_002220904
68 Yersinia_kristensenii_ ATCC_33638_ZP_| 04625383
Yersinia_intermedia ATCC_29909_ZP (04636341
sinia_rohdei_ ATCC_43380_ZP_04613190
Bacteroides_fragilis_3_1_12_ZP_05283347
Bacteroides_sp_3_2_5_7P 04843631
Parabacteroides_johnsonii_DSM_18315_ZP_03475368
Parabacteroides_distasonis_ ATCC_8503_YP_001301756
Bacteroides_sp_2_1_33B_ZP_06077365
Blastopirellula_marina_DSM_3645_7ZP_01091104
84 Blastopirellula_marina_DSM_3645 ZP 01091220
55 Planctomyces_maris_ DSM_8797_ZP_01854510
Pirellula_staleyi_DSM_6068_YP_003371862
Dethiosulfovibrio_peptidovorans_DSM_11002_ZP_06392134
4%|i_:Aeromonds hydrophila_subsp_hydrophila_ATCC_7966_YP_856216
Gloeobacter_violaceus_PCC_7421_NP_923314
ﬂ:Desulfotaled psychrophila_LSv54_YP_063941
Desulfotalea_psychrophila_LSv54_YP_063940
Methanosarcina_acetivorans_C2A_NP_615715
94 L'E:M)u)bauenum marinum_M_YP_001850871
] Mycobacterium_ulcerans_Agy99 "YP_906880
Planctomyces_limnophilus_DSM_ 3776_YP_003629913

100

[©

49

100

Vibrio_cholerae_bv_albensis_VL426 _ZP 04416034
Vibrio_cholerae_1587_ZP_01950605
Vibrio_cholerae_ AM_19226_ ZP 04959476

Vibrio_cholerae_O1_biovar_eltor_str_N16961_NP_233263
Vibrio_cholerae_TM_11079_80_7ZP_04411824
Vibrio_cholerae_CT_5369_93_ZP_06048196
Desulfovibrio_salexigens. DSM_2638_YP_002990333
Xanthobacter_autotrophicus_Py2_YP_001417028

100 Oxalobacter_formigenes_ HOXxBLS_ZP_04577272
Oxalobacter_formigenes_OXCC13 ZP_ 04579413
Yersinia_aldovae_ ATCC_35236_7P_04620515
Rhodomicrobium_vannielii ATCC_17100_ZP_06350941
Azorhizobium_caulinodans_ORS_571_YP_001523937
Synechococcus_sp_CC9311_YP_730337
Legionella_drancourtii_LLAP12_7ZP_ 05110795

Rickettsia_felis_ URRWXCal2_YP_247153

Polynucleobacter_necessarius_subsp_asymbioticus_QLW_P1DMWA_1_YP_001155479

1 75 100




