2e+002

Enterococcus_faecalis_T3_ZP_05501632
Enterococcus_faecalis_ ATCC_29200_7ZP_04436746
Enterococcus_faecalis_X98_ZP_05597420

2
2 Enterococcus_faecalis_TX0104_ZP_03947319
100 22 Enterococcus_faecalis_Flyl_ZP_05577564
Enterococcus_faecalis_V583_NP_816733

5 Enterococcus_faecalis_T2_ZP_05424851
3 Enterococcus_faecalis_Merz96_ZP_05564640
Enterococcus_faecalis_D6_ZP_05582595
Enterococcus_faecalis_TX1322_7ZP 04436177
Enterococcus_faecalis_T1_ZP_05421271
100 Lactobacillus_plantarum_subsp_plantarum_ATCC_14917_ZP_04013026
Lactobacillus_plantarum_WCFES1_NP_785208
Lactobacillus_coleoﬁominis_ 101_4_CHN_ZP_05552819
Lactobacillus_brevis_subsp_gravesensis_ ATCC_27305_ZP_03940516
Lactobacillus_buchneri_ ATCC_11577_ZP_03943525
Lactobacillus_hilgardii_ ATCC_8290__03954667
Lactobacillus_salivarius_ ATCC_11741_7ZP_04008481
Lactobacillus_salivarius_UCC118_YP_535507
Lactobzlic(:)i(l)lu s_sakei_subsp_sakei_23K_YP_395304

73

Lactobacillus_gasseri_JV_V03_ZP_03951229
Lactobacillus_gasseri_202_4_ZP 04642977
Lactobacillus_gasseri ATCC_33323_YP_814590
acillus_amylolyticus_DSM_11664_ZP_06817925

Lactobacillus_acidophilus_ NCFM_YP_194180
Lactobacillus_crispatus_STI_YP_003601803
Lactobacillus_crispatus_ MV_1A_US_ZP_05555212

100
|18_|ﬁ;‘—Lactobacillus_crispatus JV_V01_7P_03996788
Lactobacillus_crispatus_125_2 CHN_ZP_05548885
Lactobacillus_ultunensis_ DSM_16047_7ZP 04011113
actobacillus_helveticus_ DPC_4571_YP_001577690

L
Lactobacillus_helveticus_ DSM_20075_ZP_05751658
actobacillus_jensenii_269_3_7P_04645124

78 L
100 Lactobacillus_jensenii_SJ_7A_US_ZP_05864878
Lactobacillus_jensenii_JV_V16_ZP_06923584
Lactobacillus2 jensenii_27_2_CHN_ZP_05556708

100 Streptococcus_mutans_UA159_NP_7209!
—L Streptococcus_mutans_ NN2025_YP_003485408
99 Catenibacterium_mitsuokai_ DSM_15897 7P 03682653 _1
Clostridium_spiroforme_DSM_1552_Z7ZP_02868045
Mollicutes_bacterium_D7_7ZP_04564898
Clostridium_ramosum_DSM_1402_7ZP_02427797
Staphylococcus_warneri_L37603_ZP_04677307

Bacillus_si) B14905_7ZP_01721911
Lysinibacillus_sphaericus_C3_41_YP_001697221

Bacillus_cellulosilyticus_ DSM_2522_7ZP_06363320
Bacillus_selenitireducens_ MLS10_ADH99200
Paenibacillus_sp_JDR_2_YP_003012470
Geobacillus_sp_Y412MC10_YP_003242040

bacterium_Ellin514_ZP_03629456
Pelobacter_propionicus_DSM_2379_YP_900202

Bryantella_formatexigens_DSM_14469_7ZP_ 05347100
Eubacterium_eligens_ ATCC_27750_YP_002930171
Roseburia_inulinivorans_ DSM_16841_ZP_03755091

Haliangium_ochraceum_DSM_1 4365_Y5P 003267009

Haemophilus_somnus_2336_YP_001785247
Faecalibacterium_prausnitzii_M21/2_ZP_02092445

Faecalibacterium_prausnitzii_SL3/3_CBL03100
Faecalibacterium_prausnitzii_A2_165_ZP_05614751
Faecalibacterium_prausnitzii_I.2_6_CBK98237
Thermodesulfovibrio_yellowstonii_DSM_11347_YP_002248175
Flavobacteria_bacterium_MS024_2A_ZP_03702296
Flavobacteria_bacterium_BBFL7_ZP 01202993
Kordia_algicida_OT_1_ZP_02163498
Flavobacteria_bacterium_BAL38_ZP_01734447
Capnocytophaga_ochracea_ DSM_7271_YP_003141597
Anaerobaculum_hydrogeniformans_ ATCC_BAA_1850_ZP_06439904
Thermotoga_neapolitana_ DSM_4359_YP_002533684
Culex_quin%}lefasciatus_XP_OO 1861968
48 itrosomonas_europaeca_ ATCC_19718_NP_842175
Gramella_forsetii_ KT0803_YP_860601

Mycobacterium_tuberculosis_H37Rv_NP_217921
Francisella_tularensis_subsp_tularensis_SCHU_S4_YP_170391
362

100
65 93 Francisella_tularensis_subsp_holarctica_YP_513
Francisella_tularensis_subsp_tularensis_ AAS60274
Gramella_forsetii_ KT0803_YP_862064
Burkholderia_phymatum_STM815_YP_001859228

80
Caminibacter_mediatlanticus_TB_2_ZP_01871756
Bacillus_pseudomycoides_DSM_12442_7ZP_ 04150261
Bacillus_mycoides_Rock3_17_7ZP 04156033
Desulfatibacillum_alkenivorans_ AK_01_YP_002429804
Burkholderia_oklahomensis_ EO147_ZP_02355606
100 66 Burkholderia_pseudomallei_305_ZP_01764322
99 Burkholderia_pseudomallei_1710b_YP_333546
2 Burkholderia_pseudomallei_1106a_YP_001066280
Burkholderia_pseudomallei_S13_ZP_04904133
Burkholderia_pseudomallei_K96243_YP_108322

tigmatella_aurantiaca_DW4/3_1_ZP_01467307

S
6 45 Corynebacterium_urealyticum_DSM_7109_YP_001799725
Corynebacterium_pseudogenitalium_ATCC_33035_ZP_03919994
Corynebacterium 'eikeiuSrg_K4 11_YP_251572

or’
Erysipelothrix_rhusiopathiae_ATC(,y_ 19414_7P_057473

b6
. Fubacterium_biforme DSM 3989 7P 03488563

100 &Lactob
91 43

86

100 78

75

91

68




