——Chitinophaga,
37

100

100

2e+002

T

_pinensi_DSM_2588_YP_003123915
Methylfobacterium_chloromethanicum CM4_YP_002423532

100

100

Burkholderia_sp_CCGE1003_ZP_06466774
Burkholderia_graminis_ C4D1M_ZP_02885008

Pantoea_ananatis_ LMG_20103_YP_003519884
Mycobacterium_smegmatis_str_MC2_155_YP_888260
Streptomyces_hygroscopicus_ATCC_53653_ZP_05515184

arinobacter_algicola_DG893_ZP_01895774
Parvibaculum_lavamentivorans_DS_1_YP_001412078

0 Congregibacter_litoralis_KT71_ZP_01104465
ﬁamma_proteob_acterium_NOR5_3_ZP_05 128598
alpha_proteobacterium_BAL199_ZP_02186949
Bradyrhizobium_sp_BTAil_YP_001241134
Cupriavidus_metallidurans_CH34_YP_582650_1
Mesorhizobium_loti_MAFF303099_NP_T06029
Mesorhizobium_opportunistum_WSM2075_ZP 05812748
Brevibacillus_brevis_NBRC_100599_YP_002774548
Methanocella_paludicola_SANAE_YP_003355994
Nostoc_sp_PCC_7120_NP_478172
Crocosphaera_watsonii. WH8_501_ZP_00514763

3

100

55 Taeniopy%ia_guttata_XP_OOZ 194510
— 100 60 Desulfatibacillum_alkenivorans_AK_01_YP_002431926
Sorangium_cellulosum_So_ce_56_YP_001614367

Plesiocystis_pacifica_SIR_1_ZP_01910203
38 & Phaeobacter_gallaeciensis_BS107_ZP_02145257
Beggiatoa_sp_PS_7P_01998626
Sorangium_cellulosum_So_ce_56_YP_001612135
Conexibacter_woesei_ DSM_14684_YP_003393920

Legionella_pneumoll)hila_subsg_pneum(())phila_str_Philadelphia_1_YP_096364
Legionella_Eneumo hila_str_Corby_YP_001251103
58 75 Moritella_sp_PE36_ZP_01896610

Rickettsiella_grylli_ZP_02061775
78 Pseudomonas_entomophila_L48_YP_607786

Candidatus_Koribacter_versatilis_Ellin345_YP_590760
Solibacter_usitatus_EIllin6076_YP_826501
ﬂ:Sphingomonas_wittichii_RW 1_YP_001262150
86

3 Blastopirellula_marina_DSM_3645_7ZP_01093827
A@Soran gium_cellulosum_So_ce_56_YP_001612387

uncultured_marine_bacterium_EB0_39H12_ ABL97691
Bradyrhizobium_japonicum_USDA_110_NP_766886

88

98 Silicibacter_sp_TrichCH4B_ZP_05740697

Bacillus_coagulans_36D1_ZP_04431805

Burkholderia_sp_ CCGE1002_YP_003604745
Burkholderia_graminis_C4DIM_ZP_02887213
Bra(%}/rhizobium _japonicum_USDA_110_NP_773373
Ralstonia_eutropha_H16_YP_729040

Salinispora_tropica_ CNB_440_YP_001158068
Rhodococcus_erythropolis_PR4_YP_002768447
Halorubrum_lacusprofundi_ATCC_49239 YP_002564356
Roseobacter_sp_AzwK_3b_7ZP_01902257
Rhodococcus_sp_BH2_N1_CAF03723
Rhodococcus_erythropolis_SK121_ZP_04387646

Rhodococcus_erythropolis_ PR4_YP_002767698
Thermomicrobium_roseum_DSM_5159_YP_002521428
Rhodothermus_marinus_DSM_4252_YP_003291472
Methylobacterium_populi_BJO01_YP_001926445

100 Marinomonas_sp_MWYL1_YP_001342661
96 97 Sagittula_stellata_E_37_ZP_01747920
3 99 Agrobacterium_radiobacter_K84_YP_002541613
1 Pantoea_sp_At_9b_ZP_05729442
92

Roseomonas_cervicalis_ ATCC_49957_7ZP_06898042
Azorhizobium_caulinodans_ORS_571_YP_001524936
Azospirillum_sp_B510_YP_003453128
radyrhizobium j|jz;pon1cum_USvDA_1 10_NP_770943
Bradyrhizobium_sp_BTAil_YP_001240727
Bradyrhizobium_sp_ORS278_YP_001206525
100 Polaromonas_sp_JS666_YP_55 O}g22
100 Acidovorax_sp_JS42_YP_986487
—— Acidovorax_ebreus_TPSY_YP_002553085
Silicibacter_lacuscaerulensis_ITI_1157_ZP_05787373
100 Burkholderia_dolosa_ AUO158_ZP 04947545
Burkholderia_sp_383_YP_371889
95 Burkholderia_cenocepacia_PC184_ZP_(04941447
Burkholderia_cenocepacia_ AU 1054 _YP 623543
Burkholderia_cenocepacia_J2315_YP_002234440
87 Pseudomonas_fluorescens_Pf 5_YP 262256
100 ﬂm:Variovorax_paradoxus_S 110_YP_002942744
Saccharopolyspora_erythraea_ NRRL_2338_YP_001104150
_:S_accharogolysﬁora erythraca NRRL 2338 ZP 06561267
Brevibacterium_linens_BL2_7ZP_05915101
Rhodococcu_opacus_B4_YP_002782087
Rhodococcus_jostii_ RHA1_YP_704742
Nakamurella_multipartita_DSM_44233_YP_003204133
Streptomyces_sp_AA4_ZP_05481596
Streptomyces_hygroscopicus_ ATCC_53653_ZP_05516490
Thermobispora_bispora_DSM_43833_YP_003652041
Streptosporangium_roseum_DSM_43021_"YP_003338604
Saccharomonospora_viridis_DSM_43017_YP_003133938
Bordetella_bronchiseptica_ RB50_NP 891517
Sphaerobacter_thermophilus_DSM_20745_YP_003321477
00 Chloroflexus_aggregans_DSM_9485_YP_002464680
Chloroflexus_aurantiacus_J_10_fl_YP_001634225
Rubrobacter_xylanophilus_ DSM_9941 YP 643027
Roseiflexus_sp_RS 1_YP_ 001275609
Roseiflexus_castenholzii_ DSM_13941_YP_001432947

100

100

100

99

99




