A) Acetyl CoA hydrolase ﬁe+00$

Fusobacterium_sp_7_1_ZP_04575154

Fusobacterium_sp_3_1_33_ZP_05814664

Fusobacterium_sp_4_1_13_ZP_04572671

Fusobacterium_sp_3_1_27_7ZP_06750521
Fusobacterium_sp_3_1_36A2_ZP_05550921
Fusobacterium_nucleatum_subsp_polymorphum_ATCC_10953_7ZP_04971624
Fusobacterium_nucleatum_subsp_nucleatum_ATCC_25586_NP_603518
Fusobacterium_periodonticum_ATCC_33693_ZP_06027623
Fusobacterium_sp_3_1_36A2_7ZP_05550423_1
Fusobacterium_nucleatum_subsp_vincentii_ ATCC_49256_ZP_00144049
Fusobacterium_sp_4_1_13_ZP 04572117
Fusobacterium_sp_3_I_5R_ZP 05618453

0Fusobacterium_sp_D 12_7P_ 05627255

Clostridium_kluyveri_DSM_555_AAA92344
Clostridium_kluyveri_ DSM_555_YP_001396397
Clostridium_carboxidivorans_P7_ZP_05395303
Desulfatibacillum_alkenivorans_ AK_01_YP_002430388
Anaerostipes_caccae_DSM_14662_7ZP_ (02417601
39 Anaerostipes_caccae_ABA39275
1S\}}Introphothermu s_lipocalidus_DSM_12680_ADI01448
71: egas haera_genomosp_tyge1_s§r_28L ZP 06559383
91 orphyromonas_endodontalis_ ATCC_35406_ZP_04389695
Porphyromonas_gingivalis_ W83 _NP_904965
Porphyromonas_gingivalis_ ATCC_33277_YP_001928841
Porphyromonas_uenonis_60_3 ZP_ 04054791
PorBhyromonas_ueno_ni s_60_3_ZP 04056077
orphyromonas_gingivalis_W83_NP_906037
6 Porphyromonas_gingivalis_ ATCC_33277_YP_001930004
Desulfitobacterium_hafniense_Y51 _YP_516866
15 Magnetococcus_sp_MC_1_YP_865707
1 Halothermothrix_orenii H_168_YP_002509648
Bacillus_pseudofirmus_OF4_YP_003425374
Carboxydothermus_hydrogenoformans_Z_2901_YP_360184
Carboxydothermus_hydrogenoformans_7Z_2901_YP_360158
Dechloromonas_aromatica_ RCB_YP_283512
Azoarcus_sp_BH72_YP_935046
Dethiobacter_alkaliphilus_ AHT_1_ZP 03735240
Geobacter_metallireducens_GS_15_YP_386232
99 —-Geobacter_bemidjiensis Bem_YP_002140361
Geobacter_sp_FRC_32_YP_002537649
Geobacter_metallireducens_GS_15_YP_386242
Geobacter_sp_M21_YP_003022606
Geobacter_bemidjiensis_Bem_YP_002138253
Geobacter_metallireducens_GS_15_YP_385008
50 Geobacter_sp_FRC_32_YP_002538055
Desulfotomaculum_acetoxidans_ DSM_771_YP_003191588
Desulfotomaculum_reducens MI_1_YP_001111725
Desulfotomaculum_reducens_ MI_1_YP_001113135
Roseburia_intestinalis_L1_82_7ZP_ 04743841
Pelobacter_carbinolicus_DSM_2380_YP_357856
Anaerofustis_stercorihominis_ DSM_17244_ZP_02861092
Bacteroides_capillosus_ ATCC_29799_ZP_02034783
Methanospirillum_hungatei_JF_1_YP_ 503011
Syntrophus_aciditrophicus_SB_YP_460534
Desulfovibrio_aespoeensis_Aspo_2_7ZP_06232755
10 Marinobacter_aquaeolei_VT8_YP_957111
Marinobacter_aquaeolei_ VT8_YP_960511
Rhodospirillum_rubrum_ATCC_11170_YP_427600
Pseudovibrio_sp_JE062_ZP_05082667
egionella_longbeachae_D_4968_7ZP_06187532
Mycoplasma_synoviae_53_YP_278656
Mycoplasma_synoviae_53_AAZA43945
Mycoplasma_gallisepticum_str_R(low) NP_852903
Mycoplasma_gallisepticum_str_F__ 31067
6]%urkholderla_oklahomen51s_EO 147_7P_02359238
Burkholderia_pseudomallei_1710a_ZP_04953628
Burkholderia_pseudomallei_1710b_YP_335860
Burkholderia_mallei_ NCTC_10247_YP_001077811
Burkholderia_mallei_ ATCC_23344_YP_106223
Burkholderia_pseudomallei_668_YP_001063297
Burkholderia_pseudomallei_B7210_ZP_ 02475881
Burkholderia_pseudomallei BCC215_ZP_02510590
100 Burkholderia_pseudomallei_K96243_YP_111645
Mycobacterium_marinum_M_YP_001852422
Mycobacterium_ulcerans_Agy99 YP 907553
Agrobacterium_radiobacter_K84_YP_002540226
Brevundimonas_sp_BAL3_7ZP_05034118
Novosphingobium_aromaticivorans_DSM_12444_YP_496853
Yersinia_pseudotuberculosis_IP_31758_YP_001401131
Yersinia_pseudotuberculosis_IP_32953_YP_(070441
4 3 g[ ersinia_pseudotuberculosis_YPIII_YP_001721000
5 Yersinia_pestis_D106004_ACY58601
Yersinia_pestis_Pestoides_A_ZP_04509780
Yersinia_pestis_KIM_10_NP_669692
Sanonella_enterica_subsp_arizonae_serovar_62
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Salmonella_enterica_subsp_enterica_serovar

Salmonella_enterica_subsp_enterica_serovar_Gallinarum_str_287/91_YP_002227839
Salmonella_enterica_subsp_enterica_serovar_"léy%himurium_str_LTZ_NP_46203 3
i i chwarzengrund_str_SLA80 _7ZP_02663114
50 Salmonella_enterica_subsp_enterica_serovar_Javiana_str_ GA_MMO04042433_7ZP_03219566
Salmonella_enterica_subsp_enterica_serovar_Choleraesuis_str_SC_B67_YP_218045
Salmonella_enterica_subsp_enterica_serovar_Weltevreden_str_HI_N05_537_ZP_02831838



B) Transcriptional regulator
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PsgBdomonas_aeruginosa_PAb 1_7P_06878567 2e+002

Pseudomonas_aeruginosa_ PAO1_NP_251179
Pseudomonas_aeruginosa_ PACS2_7ZP_01365851
Pseudomonas_aeruginosa_ UCBPP_PA14_YP_790748
Pseudomonas_aeruginosa_2192_7ZP_04934243
Pseudomonas_aeruginosa_PA7_YP_001348109
Acidovorax_avenae_subsp_avenae ATCC_19860_7ZP_06212835
Achromobacter_piechaudii_ATCC_43553_7ZP_06689634
100 Pseudomonas_putida_ W619_YP_001748893
3 Pseudomonas_putida_F1_YP_001268979
100 Pseudomonas_putida_KT2440_NP_744222
&E Pectobacterlum_carotovorum_subspﬁcarotovorum_PC 1_YP_003016721
86

Serratia_odorifera_4Rx13_ZP_06190262

83 Klebsiella_variicola_At_22_YP_003440155
Klebsiella_pneumoniae_342_YP_002239237

Klebsiella_pneumoniae_ NTUH_K2044_YP_002918912
Klebsiella_pneumoniae_subsp_rhinoscleromatis_ ATCC_13884_ZP 06016294
Klebsiella_pneumoniae_subsp_pneumoniae_ MGH_78578_YP_001334800

22 64 Pseudomonas_fluorescens_ SBW25_YP_002870372
100 Pseudomonas_fluorescens_Pf_5_YP_262274

2 100

Acinetobacter_calcoaceticus_ RUH2202_ZP_06056536
Acinetobacter_sp_SH024_ZP 06690711
Delftia_acidovorans_SPH_1_YP_001565331
100 Burkholderia_phytofirmans_PsJN_YP_001895910
Burkholderia_sp_CCGE1003_ZP_06467269
Burkholderia_sp_CCGE1001 _ZP_06295351
Cupriavidus_taiwanensis_YP_002008824
100 Burkholderia_ubonensis_Bu_ZP_ 02376365
Burkholderia_sp_CCGE1002_YP_003604456
Burkholderia_sp_H160_ZP_03264978
}Zyl%ymatum_STMfi 15_YP_001857491

4_YP_ 002825017

11 Pseudomonas_stutzeri_A1501_YP_001172448

Burkholderia_ambifaria MC40_6_YP_001816108

Burkholderia_ambifaria AMMD_YP_778287

——Maricaulis_maris MCS10_YP_755964

5 88 Silicibacter_sp_TrichCH4B_ZP_05742830

43 Roseobacter_sp_GAI101_ZP_05101187

Methylobacterium_sp_4_46_YP_001767616
alpha_proteobacterium_BAL199_ZP_02186756

Iiﬁ g(liob acterium_tumefaciens_str_ C58_NP_353270

60 Mesorhizobium_opportunistum_WSM2075_ZP_05811356
— [ L—_Mesorhizobium_lat MAFF303099 NP- 103869
100 ——Agrobacterium_radiobacter_K84_YP_002544941

98 Rhizobium_etli_Kim_5_7ZP_03500556
98 Rhizobfum_etli_CIAT 652 _YP_001979082
81 38 —Rhizobium_etli Brasil 5_ZP 03508543
Rhizobium_etli_CFN_42_YP_470303
87 Rhizobium_leguminosarum_bv_viciae 3841 YP_768846

Rhizobium_Jeguminosarum_bv_trifolii_ WSM1325_YP_002976611
Rhizobium_leguminosarum_bv_trifolii_ WSM2304_YP_002282051
100 Stappia_agaresats JAM 12674 2B DISG3A63 0>
appia_aggregata

— T atienzia alecandrii DFL._11 7P 05115812
Mycobacterium_smegmatis_str_MC2_155_YP_889705
Ralstonia_eutropha_JMP134_YP_299720
Burkholderia_thailandensis_ MSMB43_ZP_02467131
Burkholderia_oklahomensis_EO147_7ZP_02359468
Burkholderia_thailandensis_E264_YP_438776
urkholderia_pseudomallei _1106b_ZP_04811773
Burkholderia_mallei_GBS8_horse_4_7ZP_00441922
Burkholderia_pseudomallei_305_ZP_01765102
Burkholderia_pseudomallei_668_YP_ 001063577

Burkholderia_mallei_ ATCC_23344_YP_105092
Burkholderia_pseudomallei_1106a_YP_001076479
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Burkholderia_pseudomallei_1655_ZP_04891466
Burkholderia_pseudomallei_1710b_YP_336044
Burkholderia_pseudomallei_ AAS76533

100 . Burkholderia_pseudomallei_K96243_YP_111807
— Streptomyces_viridochromogenes_DSM_40736_ZP_05531086

Stre&)tom ces_griseoflavus_Tu4000_ZP_05541549
Acidiphillum_cryptum_JF_5_YP_001220151
1 Acinétobacter_calcoaceticus_ RUH2202_ZP_06056257
100 100 Acinetobacter_baumannii_ ATCC_17978_YP_001085252
Acinetobacter_baumannii_ ATCC_19606_ZP_ 05826719
Acinetobacter_baumannii_ ACICU_YP_001847086
Acinetobacter_baumannii_ AB0057_YP_002319926
Acinetobacter_baumannii AYE_YP_001713227
100 Pseudomonas_syringae_pv_phaseolicola_1448A_YP_276795
Pseudomonas_syringae_pv_aesculi_str NCPPB3681_ZP 06457771
Pseudomonas_syringae_pv_aesculi_str_2250_ZP_06482011
Pseudomonas_fluorescens_SBW25_YP_002872301
Pseudomonas_fluorescens_Pf0_1_YP_348120
Pseudomonas_putida_GB_1_YP_001668312
Pseudomonas_putida_KT2440_NP_744578
100 Sinorhizobium_medicae_WSM419_YP_001326422
Agrobacterium_tumefaciens_str_C58_NP_354105
Hahella_chejuensis_ KCTC_2396_YP_437567
Marinomonas_sp_ MEDI121_7ZP_01074172

100

100

Marinomonas_sp_MWYLI1_YP_001341157
Enterobacter_cloacae_subsp_cloacae_ ATCC_13047_YP_003611120
Enterobacter_cancerogenus_ATCC_35316_ZP_05970726
Enterobacter_sp_638_YP_001175121
Citrobacter_sp_30_2_7ZP_04559621

Burkholderia_pseudomallei_Pasteur_52237_7ZP_04892620

Burkholderia_pseudomallei_576_7ZP_03453711



