ﬁe+002

Shigella_boydii_Sb227_YP_408194
Escherichia_coli_str_K_12_substr DH10B_YP_001730295
Escherichia_coli_ K_12_BAD88704

Escherichia_sp_4_1_40B_ZP_05436856
Escherichia_coli_str_K_12_substr WS(} 718 AP_001922

100
Escherichia_coli_IAI39_YP_(0024
P 06653274
_YP_001743880

74
4 Escherichia_coli_B354_7P
7_|EESCher1Chld coli_SMS_3_5
Escherichia_coli_O157_H7_str_Sakai_BAB35296
Escherichia_coli_O157_H7_EDL933 IgIPg 287892

h
Escherichia_coli_53638_ZP_0300182
Escherichia_coli_E24377A_YP 001462602

Escherichia_coli_101_1_7ZP_0306
Escherichia_coli_ B185_ZP 06657282
Shigella_sp_D9_ZP_0543231
Escherichia_coli HS_YP. 001458125
Shigella_sonnei_Ss046_YP_310753

Shigella_flexneri_2a_str_2457T_ NP 836987

Escherichia coh B171_7ZP_03058

Escherichia_coli_026_H11 _str_ 11368 YP 003228886
Escherichia_albertii_TW07627_ZP_02903370
Citrobacter_rodentium_ICC168_YP_003363993
Enterobacter_cloacae_subsp_cloacae_ ATCC_13047_YP_ 003612720

Enterobacter_cancerogenus_ ATCC_35316_7ZP_0596716
Kleb51ella _pneumoniae_. subsi) i)neumomae MGH_78578 YP 001334687
Citrobacter_sp_30_
Citrobacter_youngae_ ATCC_29220_ZP_06354105
Cronobacter_turicensis_z3032_YP_003210250
Cronobacter_sakazakii ATCC_BAA_894 YP 001438162

Serratia_odorifera_4Rx13_ZP_0618975
Serratia_odorifera_DSM_4582_7P | 06640705
Serratia_proteamaculans_568_YP_001478300
seudomonas_aeruginosa_PAO1_NP_250731
Pseudomonas_aeruginosa_ UCBPP PAlglO_YP 791198

100
_ﬁ%ldomonas _aeruginosa_PA7_YP_001348
3 Serratia_odorifera 4Rx13 ZP_06190989

Pantoea_sp_At_9b_ZP_ 05729013
Pantoea_ananatis_LMG_20103_YP_003520756
Pectobacterium_wasabiae_ WPP163_YP_003259419

Pectobacterium_carotovorum_subsp_carotovorum_PC1_YP_003017337
Pectobacterium_carotovorum_subsp_brasiliensis PBR1692_ZP_03825618
Pectobacterium_atrose tlc&r&?‘?%llo% YP_0506

Yersinia_rohdei_ ATCC_43380_
Yersinia_kristensenii ATCC 336389_323_(())4622087

100 Edwardsiella_ictaluri_93_146_YP_002
— L Edwardsiella_tarda_ EIB202 YP 003204999
Bacillus_megaterium_DSM319_YP_0
Bacillus_megaterium_ QM B1551 YP 003561332
Bacillus_pseudomycoides_ DSM_12442 7ZP_(04150420
Bacillus_cereus_Rock3_44_7ZP_04216724
Bacillus_cereus_ BDRD_ST196_ZP_ 04261108
Bacillus_cereus_ AH603_ZP_04196472
Bacillus_weihenstephanensis_ KBAB4 YP 001644146
Bacillus_cereus H621 _7P 042
Bacillus_mycoides_D 2648 ZP 04167948
Bacillus_cereus_ AH1273_ ZP 0417
acillus_cereus_Rock3_29_ZP_| 04226914
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B: S_
Bacillus_cereus_Rock3_28 ZP 0423276
Thermobispora_bispora_DSM 4383343Yl§ 003652158

Rhodococcus_opacus_B4 YP 002
Pseudomonas_putida_GB_1_YP_001666604
Mycobacterium_smegmatis_str - MC2_155_YP_884859

Bii&)llus me1g M B1551 YP_003561556
“acidocaldarius_DSM_446_YP_003185479

aterium_|
69 Alicyclobacillus_acidocaldarius_LAA1_ZP_03493081
Ahc%l
lus_megaterium_DSM319_YP_|{
Bacillus_megaterium_QM_ B1551_YP_ 003563130

100

clobacillus_acidocaldarius_subs
Baci 03597855

Tolumonas_auensis_ DSM_9187_YP_002892544
SM_3043_YP_572123

Chromohalobacter_salexigens_DS
Pseudomonas_fluorescens_P0_1 YP22?8%§4

d
Pseudomonas_fluorescens_Pf 5_YP
Pseudomonas_putida_GB_I_YP_001668822

Pseudomonas_aeruginosa_PAO1_NP_252287
Pseudomonas_aeruginosa_LESB58_YP_002439042
Pseudomonas_aeruginosa_ PACS2_ZP_ 01367029
A7_YP_001346928

100

Pseudomonas_aeruginosa_|
Colwellia_psychrerythraea_34H_YP_ 68757
Burkholderia_vietnamiensis_G4_YP_001110354

Streptomgces sp_eld_ZP 06711332

ococcus_jostii RHA1_YP_702994
Pseudomonas_entomophila_L48_YP_609102
Streptosporangium_roseum_DSM_43021_YP_003342906
Streptomyces_avermitilis_ MA_4680_NP_ 822529
Mycobactérium_marinum_M_YP_001849181
_95he3rman11 CIRM_BIA1_CBL56477

Propionibacterium_freudenreichii_subs
Burkholderia_glumae_ BGR1_YP_002

94 Burkholderia_ambifaria_AMMD_YP_773530
Burkholderia_ambifaria_IOP40_10_ZP_02892988

Burkholderia_vietnamiensis_G4_YP_001119468
Burkholderia_cenocepacia_MCO0_3_YP_001777171

Burkholderia_cenocepacia_ AU_T1054_YP_624229
158_ZP_04945651

Burkholderia_dolosa_AU
Burkholderia_multivorans_CGD1_ZP_03585847
Burkholderia_multivorans_CGD2M_ZP_03571040

udomonas_putida
8 d ida_KT2440_NP_744946
Pseudomonas_aeruginosa_UCBPP_PA14_YP_ 791018
Pseudomonas_aeruginosa_PACS2_ —ZP_01365577
Pseudomonas_aeruginosa_2192_7ZP_04933977
Pseudomonas_aeruginosa_LESB58 _YP_002440682
Pseudomonas_aeruginosa_AAK01507
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