Pyruvate
transamination

Ala <—[ ]7 PYR,

OXA, «—{ PEPC }=— PEP, P2GA,

v Y

Pi

F26BP, —{ F26BPase }*>F6P,

DHAP, A

Pi Co PGM FBP,_ cF'16BPase > c c
c 2 y > UTP,
PGA, GAP, B
T Pi,
i TPT TPT )
OXA, <----{--» OXA L_J L_J
! NADPH
hi
:. ATPase R
(@) o, (7o) QB3
A : ATP ADP+Pi
! NADP* ! 9 !
- .
MAL, <---4---» MAL RuBP { PGA PGK/ G AP
ADP A _GAPDH |
. 0, Pgl NADPH NADP™* Aldo-1 FBP
A
FNR DI—AIAP
i F16BPase
ATP * E P;
Ru5P ! - " i
) 4 » . ; v c> Pl UCC
/// \\\ G’AP FGP <----9 > G’]_P
R \* A > ATP
Ri5P <----- > Xu5P TK-1
E4P Xu5P (AGPase )
GAP STP <= SBP <{ Aldo-2
.....' V ~... .-> pZPZ
v DHAP ADPGIlu
Cytosol | Stroma Pi 0
A
T ADP
Starch
\ (orr) (zrr) ,
Pi, DHAP,




