
Figure	
  S1:	
  SAXS	
  analysis	
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Figure	
  S2	
  :	
  Analy5cal	
  Ultracentrifuga5on	
  Sedimenta5on	
  



Figure	
  S3:	
  SAXS	
  analysis	
  of	
  intermediate	
  construct	
  Rap1[117-­‐827]	
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Figure	
  S4	
  :	
  Rap1[358-­‐827]	
  conforma5onal	
  adjustment	
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Figure	
  S5:	
  Crystal	
  structure	
  of	
  Rap1DBD/DNA	
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Figure	
  S6	
  :	
  NMR	
  5tra5on	
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Figure	
  S7:	
  Interac5on	
  surface	
  of	
  Rap1	
  RCT	
  domain	
  with	
  Rif2	
  and	
  Sir3	
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Figure	
  S8:	
  Interac5on	
  analysis	
  between	
  Rap1[358-­‐827]	
  and	
  Rap1[1-­‐224]	
  or	
  Rap1[117-­‐352].	
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