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The adhesion molecule on glia (AMOG) has been found to be
a new isoform of the ,B subunit of the Na/K-ATPase (1). AMOG
is involved in neuron-astrocyte, but not in astrocyte-astrocyte
adhesion and mediates the migration of cerebellar granule cells

along the processes of Bergmann glial cells (2). It is
predominantly expressed in the mouse cerebellum during
development and at adult stages, but is also detectable in other
brain regions (3). The gene is localized on chromosome 11 in
the mouse (4). Here we report the sequence of the mouse AMOG
gene.
The clone G7SH (18 kbp) was isolated from an EMBL

3-C57BL/6J-SalI partial digest genomic library (kindly provided
by Dr. W. Wille, University of Cologne) using an AMOG-
specific cDNA clone (3). The 7.2 kbp HindI-Sall fragment of
EMBL 3-G7SH including the AMOG gene has been sequenced.
The mouse AMOG gene is organized in 7 exons (exon 1, 696
bp; exon 2, 129 bp; exon 3, 105 bp; exon 4, 206 bp; exon 5,
57 bp; exon 6, 100 bp; exon 7, > 783 bp) and 6 introns (intron
1, 1737 bp; intron 2, 314 bp; intron 3, 101 bp; intron 4, 210
bp; intron 5, 800 bp; intron 6, 112 bp). The transcription initiation
site (1) of the gene lies 584 bp upstream from the translation
initiation site, as determined by primer extension and RNA
protection assays (data not shown). The 5' flanking region
contains several putative promoter elements (TATA-box, -29
bp; CAAT-boxes, -139 bp and -243 bp; SpI-binding sites,
-55 bp and - 146 bp; 'octamer' sequence, - 123). In addition,
a second, hypothetical promoter was found, accompanied by a

402 bp long open reading frame (-869 bp to -468 bp) and with
appropriate promoter elements (transcription initiation site,
-1156 bp; TATA-box, -1185 bp; CAAT-box, -1376 bp). The
function of this hypothetical transcription unit is presently not
known. Comparison of the mouse AMOG gene with that of the
(1 subunit of the human Na/K-ATPase (5) reveals that the first
5 exons code for related protein sequences, while the C-terminal
sequences are encoded by 2 exons in AMOG and 1 exon in the
human Na/K-ATPase (31 subunit.
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agctttatttttgtgacatgatttctctattagcccaggctggcttcaaacattatcCtc
acaccttcagtttgggctactagcatggattaacatatCtggctcttctttCtgctgCct
cctcctcctcctcctcctcctcctcctcctcttcctcctcctcctcttcctccttcttct
tctgagttagggtcttgttatgctgtcctgaatgaccttgaactcCtgacctcaatcaat

cattaaacttaattatgtcatttcacaatgctagaattacttccgtgatacttggagtaa
aattggaattacagtcagacatagtcatgaacacctataatttcagcagaggaaggCaac
ccttggagctggatatggtggtacacacctgSa8Z.cccagtattcaggagtggaaaccac
cttggctgcttcagaccagtgtcccagaccagcctcagataaacaggatcCtgtctcaag
aaaagaaaaataaaaaccaaccaaccaaccaaccaaacaaacaaacaaaacacattacta
gcatcaccgagagtaataaaatatcatagtggcatatttttAtAA&cccagaatgtgggg
ggcagaggSAggagcatctcttcaaggctagccttgtgtacaggatccacatggtagaag
aaaaaaaccaattcctctaagtatggactgtggtgttcctgccacagaaagaaataaaga
taatggccttcttcctcttcctcttcctcttcctcttcctcttcctcttcctcttcctct
ccttctccttctccttctccttctccttctccttcgatttatttattattatatgtaagt

cE gttgttgggatttgaactcaggaccttcagaagagcagtcagtgctcttaactgc
tgagccatctctcCagcctgcccctcttcttcttaagctattgggctgcaacatcactcc
aagggaacccaggttccagagctggggcatcaggtgtaggtgCtccagCaagCgtgggCt
ggagatcagacctggtggggaggggcggctggaaggcaggaCccatgcagaCctggctgt
agatcagggacacagggaaattttggggctcaaacaagtttggaaagatggcagggaccc
tggtcatggagaacaggtaggttggacaaaggagccagtggaaccgagaaagaaaggggc
gtcctgtggtggcttCtatCcctctctatgttctagtttcmgCtctttCttggtgtCt
ggcgcttgcttttctttattcctctcacattcagccctctgttccggaggctttCgaagt
aactctatcttagtctctttttaaattccctgccccgggccccccacttttgagtacgta
tcagctcgtctttcagtttgagcctctcaggaggtgttctcttctttaggtctacccaga
ctctcaccctcttgtcttcttttccaat.cttgtttcagtactgtacctggggtctggggt
aggaagaacccgctaggaccaaaaaaaaaaaaaaaaaaaaaaaaaaaaaggccccagg0
ggcg2gtccaatccatcttcattgnatatgtatgaggtctcctgagcgagcaacgaaga
ggcggggttcctgaggggtgggtgggaagggcg=acaccctcagagtcacagactata
3agactgtgcgcagggttcgcgctcccgsACTGCTGAGGAGCGGAGCCTCCGATTGGGGG
GCCCCTATCCTTGTCTTTCCCCCACAACTGCTTGTCCCCGCCCCAGCTCCCACTGGCTGG
GCCAACTGTGGTGTGGCTGTCGCCGTTTGTCGGAGGAGCCTTAATCGGCCACCTGCCGCG
TTCTACAGCCTCTTTGCATCTCGGATTTCGGGGCGGCTCCCTCCCCCATCTTTCCCTGCT
TCTTTGCACCCCCGCTTTTTCTGCGTTTCGCTCGAATTTTGGAGCCGTCTGGTTTTGCAC
CCCTTTTTGTTTTCTTCTAGGCGGTGTGTGGGGTGAAGGTGCCTCGGCATCCCTTTCCCT
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GGTTATCTTTCCCTGTTTTGACAGCCCCCCTTTCTATCGCAGTCGGGGGGCCTAGCCTCG TGATGCCCACACAATTTCCAACATCTTCCAACCTTAGCTTAGCCAGAGACAGAGAGGAGT
GTGCACCTTCGCCGCACTGCCAGCAGACCACAGTGCGTGGCTGTGCACCCCGGAATTTGC CGGGAGTTTTCTAGTTCGGGAACCGGAGTTGTCACTCAGCGACAGAGGACTTGCCTAGCA
AGCAGCTGTATATCTGACTGGAGTCTCCCTGCCTGCTCCCGCGCGCATTTGGTGCGTGGA AGCACGAGGGCCTCAGCATTGTTGGAGGTTTTTCCTAGTTTGAGTTTATGAATGAGATGC
GGGCTTCAGCGCGCGACGCCCCGGCTTCTCCGCAGCCCCCAGCAGCGCGCCGGGACTCGC CCTTACAGCTCCTGTTTCAGTTTCTACTCCCATCCCCTTAGAGGTACAGGAAATGGTCTC
CCCGTGCCTCCAAGMTCATCCAGAAAGAGAAGAAGAGCTGCGGGCAGGTGGTTGAGG ATCCACCCAGCCTCTACCCCACAAGATCCCTCGAACCCGTTTCAGCCACTTGCTTCCCAG

AGTGGAAGGAGTTCGTGTGGAACCCGCGGACGCACCAGTTCATGGGGCGCACCGGGACCA GGGTGAACACTGTCCTTCTTCCTTTTACAAGGTTCTAGCCACTTTCCTTTCATCTCTTCA

GCTGGGgtacgcggggctggcgcgggaaaggtggtagctgaccgctcggcgatgcctttg CACTTCTGTCACCATAGCCAGTATCTTGGTGGCTTTGACTTCTGGTTCCTCCAGCAGTTC

gggcgcagggtcccgcgggcgtcgcccagctcccctgccgggtccctggcgtccagcccc TGCCCTCTCCTCTCCCTGATCCGTTGACCTGCAGGTCGAC 5350

cactgtcgggctttggatcgggaggggccccgaatcagcggtctaatctctctgactggc

cgctgcggaggcggagaaagtaggtcactgccgcctgcccgccccccgcggagcccctcg Figure 1. Nucleotide sequence of the mouse AMOG gene. Nucleotide residues
ggcggggggtcgcgggctctgcgcgcgtgtccgtgccacggcgctcccgctccggctcag are numbered in the 5' to 3' direction with the numbering beginning at thegccctgcggctgcacacggtcatcatccctctccccgaagagtgccctaactctccctct transcription initiation site of AMOG. Exons are indicated by capital letters. Theggctctcactagctagccaacctcgtttatttttagctctcacccacccccttggaccct putative promoter elements are underlined. The translation initiation site and the
gggaacattcatgaggaggcggatctggcaggggggtcttgggagggggggttcttaaCpcpgggaagtagtcatgagga cggcggatctggcaggggggtcttgggag ggggggttcttaa translation stop signal of AMOG and of the upstream open reading frame are
gcggaagttgtttgtctgtattccaccattgggcgtttggagt cct ctgtggct gct ttginiaegybxs
tgggtggggggctgccaggagggatggtatttttccaggcttgaggttttcagatgtcag
aggtggagggagtaatggtcactgtgctgatatgggtacatcctcaggcagggtgtttac
atgggactcagatgccttggaagaactctctacccttacctcatgggtgtgcaaggactt
aggtagtcaggggctgctgatgggtacccggtgaggtaagggtgactgacagtcttgcaa

gacagtgccaagctggagaattgaagcacaagggattctgtgtgacataatttacgacat
atccacatcgattggacacagtCttcatcagaccacccacctgaggCttaggggaccatg
aaaggagatcaatgcagcccttgtcctcaaggaacccaagaccctgtggatgtgaaggat
caacgatggatgcttgggctactcagaagcctccacagaggaactgtcttcttaggtaga
aagactgagagttcagggagattggaacagcatgtcctcctcactggaggcttaggatag
gagtcctgagagatgatgtccagggaaggcttctaggagattctgtcttctccttgactc
tggccaagatcctgtgtgagttaaaggtgggggtgactgctggccattagCCcctcattt
caggggctgcttcctcagggcgagagacagacagacagacagacagatcactgagctgtc
ctcaggcaacacacacacagatcttgctacctgagtcctctgaggtgataagaatttggc
tgagagtgctgcgcagttaccaggttgcatccagatccttgtgctCtgagaCggCtCtaa
cttcgagttccgatacggcaggaacagatgctgccttttcaggaccgtgcagggttgaga
agttggaaatgcattagccgcagaatgacagtggcctattcttggagttgtcacaacaac
tacagtttaggtctcttgtggcctccaaaaggtcagacttcactgtgCCccaggaggagt
ctgggagt cagggctggagctggaccctgcctgtttccagcttgtttcctttagCtCcca
ggggaaggctctaagatatcctgtCgctcCttggCctatccccgtacacagCttgagagg
aaggaggaagagaggggttggtggaagatgtgggagctgctgactctagttcctctatcc
tagCCTTCATCCTCCTCTTCTACCTCGTCTTCTATGGTTTCCTCACGGCCATGTTCAGCC
';CACCATGTGGGTAATGCTGCAGACCGTCTCTGACCATACCCCCAAGTACCAGGATCGAC
TGGCCACACCAGgtgagagaagagtagttttccccttaccggtcactggaactactgtgt
ccttaaggcctcacaaggaacgtatagttctttccaggagttggagtggggagttcttga

acttggccttccttcccatgccctgcagccgggagtcatgtgatttggagactggcagat

gccacaggagattgctctcccaggaaggcagttttccagatctttgcccccacctgaccc
tggtgttcttcatatctgtccatttcccttgatgtgtttctcttcatcttatgtgactct

ctagtcttctctcctgttggctctagGCTTGATGATTCGACCCAAGACTGAGAACCTTGA
TGTCATTGTCAACATTAGTGACACTGAAAGCTGGGGTCAGCATGTTCAGAAGCTCAACAA
GTTCTTGGAACgtgagtgtggggctagtccaggaccttgggggaaggaatccaggaccct

ggaagtgagacatttggcctctgaccttctctgtctgcctcccacctcctagCTTACAAC
GACTCCATCCAAGCACAGAAGAATGATGTCTGCCGTCCAGGGCGATATTATGAGCAACCT
GATAATGGGGTTCTGAACTACCCAAAACGTGCCTGCCAGTTCAACCGGACCCAACTGGGC
GATTGCTCTGGCATTGGGGACCCTACCCACTATGGTTACAGCACCGGGCAGCCCTGTGTC
TTCATCAAAATGAATCGGgtacccatgatattggtctcccgggaggagggagctggggcc

accatctgtttactaatgtgtcctttcattggggttaatgggcattaaagagatttttgg
tagtttgttttaagaggtggggctattggaagctaagccccagagctgaaaggctagacg

ccaagatgtggcaacttcttctaaatccaccctccctcctttctctagGTCATCAACTTC
TATGCAGGGGCAAACCAGAGCATGAATGTCACTTGTGTTGGCAAGgtgagtgtgggggcc
ctccttacctgcccacctggttagacttcctggtttctgagtgcttcacccatatctccc

tatctttttgtgctttcagaggccacagtatagggacaagggggtaagagtgggcgccta
tgcagttttagctctaagaggctcttagccctattgcttctctctaggataaatgagagc
ctgctgtcctggagatagacctatcccttcctgcaccaaagctctgacctctggttcctt
ccctgtcaactttttcttacatctcagttgtctgggtttcttccactctccccatcatgc
cttgtttctcagttccctcagtctgctagctactgctcagttagcaccctttgctacaac

tagttgtccttggaaccctgcagccaactctgtcctctctagaaactctcctccttccca
ctgagccttgactgtttatctgttctttcttggctctgctccagagactgattcccaagg
acggggtaagaacttggggattgatggtggagttagaaggccctcaccgtgttgtcagca
cccttagaagacctagtctgatgggagataggccacccctatctgcagacatgcagatag
gaacatgtgtgcatgcgcacacacaaatgcacacacagctacctgagcagatgcacagct
caaagaaaacaagtttgacagggataatttgggatgaaggaggtacagaaggaagtcttg
tgagcgcttccaggtgcctgctgttcctaacatcctctccccettaaccttcctgcacccc
cacagAGAGATGAAGATGCTGAGAACCTTGGCCACTTTTGTCATGTTCCCTGCTAATGGC
AGCATTGATCTGATGTACTTTCCCTACTATGGCAAAAAGTTCCATgtaagtcCcacCtcg
gaaggtccttgacggtggctcctgaatgaaaaaatggtgttcttgggaaagacgccaagg
taccagaggcttacgtttttttcttctcctggcccagGTAAACTATACTCAGCCTTTGGT

GGCTGTAAAGTTCCTGAATGTGACCCCCAACGTGGAGGTGAATGTTGAATGCCGCATCAA
CGCTGCCAATATTGCCACAGACGATGAGCGGGACAAGTTCGCTGGCCGTGTGGCCTTCAA
ACTCCGGATCAACAAAAC<lGCTCCCCACCCCCACCCGCCCACACTCTCCTGTGGAT
GCTTCTGGAATGTCCTTGACCCTGCCTGATCCCTCCCTCACCCACCCCAAAGGTATTTTT
TATAATAGAGCTATGACTTGTCTGAGCCTCACACCCTTTCCTCAACTTCTCTACCTAGCC


