Supplementary Figure S2

Alignment of Cdc73 homologues, made using MegAlign (DNAStar). Details as for
Figure S1. Organisms are: Tb- T. brucei, Sc- Saccharomyces cerevisiae; Sp-
Schizosaccharomyces pombe NP_595891.1; Hs- Homo sapiens NP_078805.3; Dd-
Dictyostelium discoideum XP_644100.3; Ng- Naegleria gruberi XP_002683436.1; Pf-
Plasmodium falciparum XP_001351765.1; Tt- Tetrahymena thermophila
EAR84002.1; Pi- Phytophthora infestans XP_002903756.1; Eh- Entamoeba
histolytica XP_648719.1; Tv- Trichomonas vaginalis XP_001310227.1; Tp-
Thalassosira pseudonana XP_002287950.1.
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60 YSLASIYLQLLHPGVLQYRKACEGAG--VEDPVKVLDEKAG TpCdc73
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bbfa..ff..ff. . fa.ff..b.p. .. . ... ... Consensus #1
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327 s AU E H L : TVPPDQP TbCdc73
369 ‘R YLRUH S K ScCdc73
342 S QD K R SpCdc73
504 L RIBAQE T R HsCdc73
505 v ERRIUN Az DdCdc73
485 IR K S S M NgCdc73
941 Q0 KR K K H PfCdc73
369 EQUESIQ E N TtCdc73
387 K EL#AR Y A PiCdc73
213 Y K Q& F EhCdc73
360 N K Z:31 Q NNYR TvCdc73
550 | G NICE:iAS N A TpCdc73

Consensus 'Consensus #1': When 50% (6) match the residue group of the Consensus show the
group label of the Consensus, otherwise show '.'. Residue Groupings of Consensus #1 are: a=
(DE), b=(HKR), f=CAFILMPVW), p=(CCGNQSTY).

Decoration 'Decoration #1': Shade (with black at 50% fill) residues that match the consensus
named 'Consensus #1' exactly.

Decoration 'Decoration #2': Shade (with solid black) residues that match the Consensus
exactly.



