
Supplemental Figure 1: DNA and protein sequence of (A) ROSA26 eZFNs L6 and (B) 

R4. Both proteins contain one SV40 Nuclear Localization Signal (purple) and FokI 

domains with the obligate heterodimer mutations (Q486E, I499L, N496D in L6 and I538K, 

E490K, and H538R for R4) and Sharkey mutations (K441E, S418P) represented in red. 

The nomenclature used for the mutations corresponds to that used in the original 

publications and does not correlate with the amino acid numbers in the ROSA26 eZFNs.  

The DNA binding modules of ROSA26 eZFN L6 and R4 are represented in pink.  
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Supplemental Figure 2: DNA sequence of the ROSA26 eZFNs L6 and R4 in FASTA 
format. 
 
>ROSA26-L6-eZFN 
ATGTACCCATACGATGTCCCAGACTACGCGAATTCCCCTGGGATCCCAGGCATGGGGCCC
AAAAAGAAACGCAAAGTTGGGCGCCTCGAGCCCGGGGAAAAACCCTATAAATGCCCCGAG
TGTGGTAAGTCATTCTCTCAAAGCGGGGATTTAAGAAGACACCAGAGAACCCACACCGGG
GAAAAGCCCTACAAGTGTCCTGAGTGCGGAAAGTCTTTCTCCACTAGCGGTTCATTAGTA
AGACACCAGAGGACACACACCGGGGAGAAACCTTATAAATGCCCAGAATGCGGGAAATCG
TTCAGTCAAAGAGCACATTTAGAAAGACATCAACGGACCCACACCGGGGAAAAACCATAC
AAGTGCCCCGAGTGTGGCAAGAGCTTTAGTACCCACCTCGACCTGATTAGACACCAGCGC
ACCCACACCGGGGAAAAGCCATATAAGTGCCCTGAGTGTGGAAAGAGCTTCAGTAGGAAG
GATAACCTTAAAAACCACCAAAGAACCCACACCGGGGAAAAGCCCTATAAGTGCCCAGAG
TGCGGGAAATCATTCTCACAGCTGGCACATCTTAGAGCCCACCAGCGGACCCACACCGGT
GCGGCCGCCCGCGCCCTGGTGAAGAGCGAGCTGGAGGAGAAGAAGTCCGAGCTGCGGCAC
AAGCTGAAGTACGTGCCCCACGAGTACATCGAGCTGATCGAGATCGCCAGGAACCCCACC
CAGGACCGCATCCTGGAGATGAAGGTGATGGAGTTCTTCATGAAGGTGTACGGCTACAGG
GGAGAGCACCTGGGCGGAAGCAGAAAGCCTGACGGCGCCATCTATACAGTGGGCAGCCCC
ATCGATTACGGCGTGATCGTGGACACAAAGGCCTACAGCGGCGGCTACAATCTGCCTATC
GGCCAGGCCGACGAGATGGAGAGATACGTGGAGGAGAACCAGACACGGGATAAGCACCTC
AACCCCAACGAGTGGTGGAAGGTGTACCCTAGCAGCGTGACCGAGTTCAAGTTCCTGTTC
GTGAGCGGCCACTTCAAGGGCAACTACAAGGCCCAGCTGACCAGGCTGAACCACATCACC
AACTGCAATGGCGCCGTGCTGAGCGTGGAGGAGCTGCTGATCGGCGGCGAGATGATCAAA
GCCGGCACCCTGACACTGGAGGAGGTGCGGCGCAAGTTCAACAACGGCGAGATCAACTTC
TGA 
 
>ROSA26-R4-eZFN 
ATGTACCCATACGATGTCCCAGACTACGCGAATTCCCCTGGGATCCCAGGCATGGGGCCC
AAAAAGAAACGCAAAGTTGGGCGCCTCGAGCCCGGGGAGAAACCATACAAATGCCCCGAG
TGTGGAAAGTCATTTAGTGATCCAGGCGCATTAGTAAGACATCAGCGGACACATACCGGG
GAGAAACCTTATAAATGCCCAGAATGCGGGAAATCGTTCAGTCAAAGAGCACATTTAGAA
AGACATCAACGGACCCACACCGGGGAGAAGCCATACAAGTGTCCCGAATGCGGGAAGTCA
TTCTCCAGAAGTGACGATTTAGTAAGACATCAGCGCACGCACACCGGGGAAAAGCCATAT
AAATGCCCCGAGTGCGGCAAATCATTCAGCAGAAGCGACCACCTGACCACCCACCAGCGC
ACCCATACCGGTGCGGCCGCCCGCGCCCTGGTGAAGAGCGAGCTGGAGGAGAAGAAGTCC
GAGCTGCGGCACAAGCTGAAGTACGTGCCCCACGAGTACATCGAGCTGATCGAGATCGCC
AGGAACCCCACCCAGGACCGCATCCTGGAGATGAAGGTGATGGAGTTCTTCATGAAGGTG
TACGGCTACAGGGGAGAGCACCTGGGCGGAAGCAGAAAGCCTGACGGCGCCATCTATACA
GTGGGCAGCCCCATCGATTACGGCGTGATCGTGGACACAAAGGCCTACAGCGGCGGCTAC
AATCTGCCTATCGGCCAGGCCGACGAGATGCAGAGATACGTGAAGGAGAACCAGACCCGG
AATAAGCACATCAACCCCAACGAGTGGTGGAAGGTGTACCCTAGCAGCGTGACCGAGTTC
AAGTTCCTGTTCGTGAGCGGCCACTTCAAGGGCAACTACAAGGCCCAGCTGACCAGGCTG
AACCGCAAAACCAACTGCAATGGCGCCGTGCTGAGCGTGGAGGAGCTGCTGATCGGCGGC
GAGATGATCAAAGCCGGCACCCTGACACTGGAGGAGGTGCGGCGCAAGTTCAACAACGGC
GAGATCAACTTCTGA 


