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Figure S1
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STM CICTGATTITGT AGAR TGET ’@N\M-—Rm’l’m'mmmCGRGGMTTI‘CmmmcCCATTGHT‘mTMTCTmeﬂGRECmTMGﬁTTCCT—GT&TTCGGTCCRGGGAMTGGCTCTTGGGAWCG"‘GCGCT
STY CTCTGATTTTMTMMTGHMGNWHGTGRTATMCW--ACCGGAJ\TWMTCGI\GWCGAGG ---------- GARARCACATAACCCGTTGATTTATAATCGARATARARAGAGACCGAATACGATTCCT -GTATTC GG TC CAGGGAAA TEE CTCTT GBGAGAGAGCCETGCGCT
CEO AAATTAACATACCAATCAAARAACCCTGGACGCACT CGGTACAGAL CAGGA AAMT TCGAGTAACTTTL TTCGGGT AAACACACTTCAAAACAARCAGATAAMAAGAGACCGARTACGATTCCT -GTATTC GG TCC AR TCTT GAGAGCCGTGCGET
ECO ATCARTATTTICCTCCCGCGC ACATAATCTTAACAAGAR -ATGTTARAARARCG-CTGGACTCAGAT. IGTGIT FGACTATARRGTCAGC A TTCTGGCTTTTAACAGATARAAAGRGACCGARCACGATICCT -GTATICGETCC GAAA TCTT GAGAGCCGTGCGCT
SFL CTCTGATTTTAACGTAAATGGATTGTTARATGTATT TTGGTT M ARAARAAG-ACCGGAATACAGARAT TCGAG TAAATTT CGGGGAA TTT CGGGGAGACGTTTGCAACTARTTGATTTTAAATACAAT TAARRARAAGACCGARTACGATTCCT ~GTATTC GG TC CAGGGARA TGECTCTT GGEAGAGAGCCGTGCGCT
KPN CTTCCTC A TG TARARRACGGT GT(;CTATWTCWWTWM—"‘ GCTGGCTATTGCGAARAGE TACCGATAAARAGRAGACCGARATACGATTCCT ~GTATTC G TCCAGGGAAA TGHCTCTT GEGAGAGAGCCGTGCGCT
ENT ccrm‘rmmncamccacmu AGCCCTGGACTTTCGCCTGCCCGATTCT AGCACAGGACGTT CTTCATCTGCAGAGACTCARAACGG GAA. TCATTATCATGC TAAARAGRCACCCAATACGATTCCT -CTATTC GO TCCACCCARA TGO CTI CTCCGCT
CTU CTGGCGTGCCTGTGCCGCCGTGATGETTTTAACGGT GEGCGATARMAARAGCCT GGACGACGATACCGCAGCCTS TGTTATGGTTGAGGCAGGAAGGTAAAGCGGARGTTA ACGCGCGACCCTTCCCCTGGACARRAAAAGACCGAATACGATTCCT -GTATTC G TC CAGGGAAA TGECTCTT GGGAGAGAGCCETGCGCT
EPY TCCC ATC GAAATATT TTTT TTCTAATCGT TAATGACGET ARMACGCGCAAGGTTARTGACGTGGCCEGAGA TGGAT TTATCAA TCGTTAACTTACA TCAGGGA TAATTAAGA TATT TATCAGGCARARAA ARG AC TGAAGAC AR AT CCT -GT CTTC AS TC CAAGG TAATGECTCTT G- ~ACAGAGCCETGOGET
SPFR CTGTTATGACCAGCATACAGGACGCCGTACARACCCAACAATAGACTT AR ATGL 'GGETCGAATATL TCTATTTCATCTAATARATACTTTAARATCAARCACACARAAA ARG ACCGARTACGATTCCT ~-ATATTCGETC TAGCGAAA TGECTCTT GEGAGRGAGCCETGCGET
YPE MWMTWTWG&TWGTMT@GWMW TT mﬁm CAATTTCGGATATTTT CGAACGGAGAGAAG -ARAT ACAAGTAAAAT TAATAAATTARAAARAAGACCGAATACGATTCC T GATATTC G TC TAGGGAAA TGECTCTT GEGAGAGAGCCETGCGCT
YENH AAT( ARATGAC CACGTAAARATGA GGEGAAATTTC T ACAGAA-AAATACCATCAARATCAACARATTAAAAAGAGACCGAATACGATTCCT ~-ATATTCGETC AAT TCTT GAGAGCCGTGOGET
DDA I GCTATGCAGGT TCTCCCGATCTTCG AAFAR lrmmccmmccmmmmccammmrmm ~TTTTAGTTTAAGAAT CAATGGATARAAAAAAGACCGAATACGATTICCT -GTATCC GG TC A TCT GTGCGCT
EGL mmmmrmmummmmemc&n}\cnmaumnmmnmmcmTmccmmmmnmﬂrcm ~ATGCG-AATT TTTCACTGTAT TTCAATCAGATARAARAATCGAATACGATTCCT ~ATATTC TG TCCAGGGAAA TGECTCTT - GEAGAGAGCCGTGCGCT
PLU AGTTGGA ACATACC CCGC T TACTCAR CGATARACACAT TCT T C T TACCGAR AGCAT TATGATAGAC AR AR ACATGCAT GG T TATGAGGG TG G TC TGATGTCCACAR ARC TTGTGAT AR A AR ARG GO CGAG-TTGACTCCT ~-CTACTC GROCT ARA TCT -~ -TAAGAGCCGTGCGCT
XNE CGTTAATCGCATTGGTTAATTTAGACCCGTTIGCCTTGCTAAATGACTGCTI TCATCT -CACCGATTTAT ART ATTGAA-ATARRGATGARAAT ACACCTTCCTCACGATAAR CAAAARAAGGLCGAG-TCTACTCCT ~-CTACTC GECTT AAARTGACTCTCTCARAGAGLCGTGCGCT
PAN GCCCTTTCGCAC, GCGATCGCGCCGGTTTCGTTTCTGCCATCCTGT TGCGTGAGCCGGGCCAGTAGCE TG CGGCCAGGTGARCACCATCCCCGCTGTCTGEGCCGT CATGGTGAGCGT TGAAAGGCAAARAAARGACCGAACACGATTCCT ~GTATTC G TCCAGGGAAR - TGGCTCT C- ~AAGEAGCCGTGCGCT
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STM AAAAGTTGGCATTAA-TGCA-GGCTAAAT-CGCCTTGCCCTTTAACAATAEATGACGAC GCCAGGTII TTCCAGTTTGCGACGAAGET GATTGAAMAACCTG-GCETTT TGTCTGTTATCAGAGATAAAMAAAACCGTAAGCCTTT - ———-———-——————————-' TCGTGAAGGTTTAC-GGTTTTTTATTAAAAATCAGTCAGCTATT
STY ARAAGTTGGCATTAA-TGCA-GGCTAAAT-CGCCTTGCTCTTTARGAATALRA' CGACGCCAGGTI TTCCABTTTGTGACGA GATTGAARAAACCTG-GCGTAT TGTCTGTCATCAGAGATAAARAAACCGTAAGCCTTT TCGT TTAC-GGTTTTTTATTAAARATCAGTCAGCTATT
CEO ARAAGTTGGCATTAA-TGCA-GGCTAAGT-CGCCTTGCCCTTTAAG, GATGAC GAC GCCAGGTII T T OO AL TCCACGRAC GRAAAGT GGCCGETARAA AR GACCGTT GTCAGCCGCARCARCGA ~-AARRACCGC ARGTTCCTCT ~GCATGAGGCTTGC - -GGTTTTTTATTGGAAATCAGARAAGATACT
ECO AMAAGTTGGCATTAA-TGCA-GGCTITAGT-TGCCTTGOCCTT GAAT GACGCCAGGII TTCCAG TTTGCG TOCAAAAT GETCAA TARAAAGE G- TGETGGTCAT CAGCTGAAA T GTTAARAAC CGCCOCGTTCTGET - - -~~~ -GAARRCARCTGACCCCCTTTTTTTATTGCARAATCARARGGCTATT
SFL AARAGTTGGCATTAA-TGCA-GGCTTAGT-TGCCTTGCCCTT ART CGACGCCAGGTI TTCCAGTTTGCGTGCARA AATAARARAGCG-CGGTGCTCAT CAGCTTARATGTTAARAACCGCCCGTTCTGET === GARAGRACT! TTTTTTAT AATCAAARGGCTATT
KPN ARRRGITGGCATTAA-TGCA-GECTAAGT -CGCCTTGCACTAT AR GAATAGTTTARCGCGTCAGCTI TTCCAR TCOG TG EE CAATGT GTATAARTTCC -~ GGCTGTCAGCCAGTAARARACCGCCACTGCCGTT Al e ATCCGGCARGGGCGGETTITTT TTATGCTATTAL
ENT AARAGTTGGCATTAA-TGCA-GGCTAACTACGCCTGACACTCTARGAATAEATGACGACGCCAGGTII TTCCAG TCOGCGAC TARAGT GGTCAGAAAARRA - - - ~GCGT GAGAT CATCCCARAACARRAAAACCGCARTGCTTTCG AARRAGRAGCCTGL TTTTTTAT GT
CTU ARARGTTGGCATTAA-TGCA=-GGCTCAGT-CGCCTTGCCTTTTARGAATAGATGACGACACCAGCTITTCCAB TCTGCGACCAAACT CG-CAGCARARAG -~ - ~CGGT ARGARCGTCATARARRAGAARRACCEGCARCGCGL-CT
EPY ARRACTGCGTGTTCT-TGCA-GCCGTTET-GECCTGETACTTTTRAGAT AL ACCAGCAGK AL CTGACCATARACCCCARGCCCTACRATCATTAGT GGCTACAAATT CTAC
SPR AMAAGTTGGCATTTTGTGCAAGGCTTGTTCAGCCGTGCACTTTAMGAGTALCTTACCGCGCTATTII TGCCABCCAGC CACACGGCAAGTGATAGTTTCACAATGAAAT TAAT TCAGCGCAATTTCCATCACCGATTAACCCCAA
YPE RAAAGTTGGTATTAA-TGTAGGC-TTATTCAGCCGCACTTCTTAAGCGTARCC CEACATTIICGCCARCCT TG CGGAACTAAATAATCACTGATGTAAATT AATTAAGTAATTTTACAGTTTTGGCCGAATAAAAAT A~ ~~-AACATA-~ ==CGETTAAACAATCTTTAATTTTCAT -~ -GTGGTTARACTAGCATG
YEN ARAAGTTGGCATTAA-CGTAGGC-TTGTTCAGCCATACTCTTTARS GAGGTCATGTGT TN CGCCARCTTAGTARCA GAAGTART TAA TRACGG T TGCARACT AR TT TARATGATACARA TTAGCC CAC CAGTTARGARAGGTAATTAT - - - AAATARA CGTAGCGACGCTCAGGTTGTCGT
DDA ARAAGTTGGCATTTG-TGCAGGCCATGTTCTEACCCGCTCCTTARGCGTARACGACTCGTTTCCANITTCCABTTTCCCATTAT n-..i..LLL‘,\;\AC‘C‘L‘H.‘WGC-AA.C.AT'l'mmmTGT&mﬂmW@ﬂmuTTmﬂcmmTwGGCATI\TMTGRAAQ.GGGGCGT
SGL AAAAGTTGGCATTITT-TGTAGGCTTTTGATGTCCTACATACCAMAGTAT GCGCTCEATCTGT I TTCCALCGCGGCARACGGCAT TCCT TACATA TTCCGTCATCARAGTT TAACTCTGTGATAACAGRCACACTTCAGTTAC-TTAGCCTTT - - - === == GCACT TAAGGAATTCTTTCCTATCCGCCTGCCGTCACGGTGTCGT
AGACGARARACARCTTACART TTARAGART AL CTGACATACTIGCCTI TTACCAACTTTTTGGATAART ARRTAR TCAARARC ARCATCT T CCAT TARGC CARARATAGRCGCTATACCCTACGGATTITC - -~~~ - - === === ==, AAGATG-CATCGCGACGGCA ATCCCCGGGAGCATA
~AGACGTAGAACAGCTTARCAATCAMAGCAT AL TTGACGTACCATGAT|I TACCARATTTTCCCTTT TAT CAGGCARATTGACTATCTCCT T CACAGTAAARGAA TTAACCTARCATTACTTTTTATT AR CTTTTGTCGTTTGETTGET CACATAAT GETARTGCCGCTTTTTGA
PAN AAAAGTTGGCATTA-— - ATAGAGGCTTTCGCCTTGCTTCT! GTAEGACAACGCGCCAGATII TTCCARCCAGCGCCGOGGCTCAGACCATARACCCGACAGGTT - - -~ TGTGACCCGTAAGACAAR TTTGCGCACGCTTGCC - ——— TGCAT --CGTCTTATTTTCT GCACAGCGCCTGTGCACGATCCACS
+1 =1 a5
< 1
< 1
SdsR

Non-redundant alignment of the sraC gene including the upstream promoter region from various enterobacterial species. All nucleotides
are coloured regarding their degree of conservation (red: high conservation; blue: partial conservation; black: little or no conservation).
STM: Salmonella typhimurium; STY: Salmonella typhi; CKO: Citrobacter koseri; ECO: Escherichia coli; SFL: Shigella flexneri; ENT:
Enterobacter; CTU: Cronobacter turicensis; KPN: Klebsiella pneumoniae; SPR: Serratia proteamaculans; YPE: Yersinia pestis; YEN: Yersinia
enterolitica; DDA: Dickeya dadantii; PAN: Pantoea ananatis; SGL: Sodalis glossinidius; EPY: Erwinia pyrifoliae; Plu: Photorhabdus luminescens;

XNE: Xenorhabdus nematophila.
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Expression of SdsR is decreased in Salmonella depleted of ppGpp. Salmonella wild-type
(JVS-1574) and a ArelAAspoT double mutant (JVS-1505) were grown in LB to an ODsgo of
1.0, 2.0 and 3 or 6 hours after cells had reached an ODgyo of 2.0. SdsR levels were
determined by Northern blotting of total RNA. 5S RNA levels were analyzed to confirm
equal loading. Expression of RpoS was monitored by Western blotting of protein

samples taken from the same cultures.
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Permutation of cytosine at position -13 in the sdsR promoter decreases SdsR expression
levels. Salmonella AsdsR (JVS-8827) and AsdsRArpoS (JVS-9551) mutants carrying the
complementation plasmid psdsR (pVP203-1) or three derivatives differing in the
nucleotide at position -13 in the sdsR promoter (psdsR C-13G: pKF106-2; psdsR C-13A:
pKF107-1; psdsR C-13T: pKF108-3) were grown in LB to 3 hours after the culture had
reached an ODego of 2.0. SdsR expression was analyzed by Northern blotting of total
RNA; quantification of fold-changes in SdsR abundances is indicated below the panel.

Probing for 5S RNA confirmed equal loading.
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SdsR sRNA and osmY mRNA are rapidly induced under heat stress in wild-type but not
in rpoS mutant bacteria. Salmonella wild-type (JVS-1574), ArpoS (JVS-5487) and AsdsR
(JVS-8827) were grown to an ODego of 0.3 at 30°C when cultures were split and either
maintained at 30°C or subjected to heat-shock at 44°C. Total RNA samples withdrawn
prior to and at selected time-points after temperature up-shift were analyzed by
Northern blotting; SdsR and osmY mRNA were detected using gene-specific riboprobes,
5S levels were determined as loading control. Expression of RpoS was monitored by

Western blotting.
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Transcriptional activity at sdsR and osmY promoters upon heat stress was compared
employing Salmonella sdsR::lacZ (JVS-8717; red triangles) and osmY::lacZ (JVS-9145;
blue squares) reporter constructs. Cells were grown to an ODggo of 0.3 at 30°C when
cultures were split and either maintained at 30°C or subjected to heat-shock at 44°C.
Relative 3-galactosidase activities were determined over the course of 30 min in culture
samples grown at 30°C (filled symbols) or 44°C (open symbols). Standard deviation was

calculated from three biological replicates.
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SdsR+7 CGATTTAGCCTGCATTAATGCCAACTTTTAGCGCACGGCTCTCTCCCAAGAGCCATTTCCCTGGACCGAATACAGGAATCGTATTCGGTCTCTTTTT +
SdsR+19 CATTAATGCCAACTTTTAGCGCACGGCTCTCTCCCAAGAGCCATTTCCCTGGACCGAATACAGGAATCGTATTCGGTCTCTTTTT -
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Alignment of SdsR, truncated SdsR variants and SdsR-MicA chimera as depicted in Fig. 6A. SdsR-derived sequences are shown in blue,
fragments of MicA are in green. Conserved nucleotides are marked by asterisks at the bottom of the alignment. A potential regulatory effect

on OmpD is indicated (+/-), and the region of SdsR involved in ompD mRNA-pairing is boxed in light grey.
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Interdependence of SdsR and SraC expression in Salmonella and E. coli. Expression of
SdsR and SraC sRNAs were compared by Northern blot analysis of total RNA isolated
from Salmonella and E. coli wild-type (JVS-1574 and JVS-5105, respectively), sraC
promoter mutants (JVS-9251 and JVS-9312, respectively) and rpoS mutants (JVS-5487
and JVS-9322, respectively) grown in LB to an ODsgo of 0.5, 1.0, 2.0 and 3 hours after
cells had reached an ODego of 2.0. Probing for 5S RNA confirmed equal loading. RpoS
levels were determined by Western blotting of total protein samples; a non-specific

band (NSB) served as loading control.
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Table S1

name sequence 5‘-3°

JVO-0048 TTTCGAGGAATTTCGAGGGGAAACACATAACCCATTGATTTATAATCTAAGTGTAGGCTGGAGCTGCTTC
JVO-0049 TTTTATCTCTGATAACAGACAAAACGCCAGGTTTTTTCAATCACCTTCGTGGTCCATATGAATATCCTCCTTAG
JVO-0051 GTTTTTCTCGAGCATCCGGATGGATTGACA

JV0O-0052 GTTTTTTCTAGAGTCTGGCRCCGTTTAT

JVO-0322 CTACGGCGTTTCACTTCTGAGTTC

JVO-0396 TTCATCGCTGAAAACAGG

JV0O-0802 GTTTTGACGTCAAATCAATATTGAAACGG

JVO-0862 GTTTTTCTCGAGTCGACCCGCTGTACCT

JVO-0874 CCTGGCTTTCAGTACGGT

JV0-0902 5’Phosphate-GCAAGGCGATTTAGCC

JV0O-0903 TTTTTCTAGAAACACATAACCCATTGATT

JV0O-0997 GTTTTTTTTAATACGACTCACTATAGGCCTGTATTCGGTCCAGG

JVO-1032 GGCTCTTGGGAGAGAGC

JVO-1043 GTTTTTTCTCGAGCACATAATCTTAACAAGAATGTT

JVO-2191 GAAACTTATTATTGAACTTATGCCACTCCGTCATTTAAAAATAGTCGTATATCCAGTGATTTTTTTCTCCAT
JVO-2192 GTCACCATCACTTCCGTTATCA

JVO-2309 CTGGCGTCGTCATCTA

JV0-2390 CTGGCGTCGTCATCTA

JVO-2484 ATGAAACTTAAGTTAGTGGCAG

JVO-2678 GTTTTATGCATGCCATTGACAAACGCC

JVO-4262 5’Phosphate-TCATGTATTCTTAAAGGGCAAG

JVO-4263 5’'Phosphate-TCATATATTCTTAAAGGGCAAG

JVO-4264 5’Phosphate-TCATTTATTCTTAAAGGGCAAG

JVO-4265 CGACGCCAGGTTTTCC

JVO-4314 TGCCACTAACTTAAGTTTCAT

JVO-4731 5’Phosphate-ACTTTTAGCGCACGGCTC

JVO-5738 CGGCGCTAATAGCGACGGGCGGGCCGATATTGATATTAAACTTACTGTCCCTAGTGCTTGG
JVO-5739 TAAAATGGCTCTGTCCGCAAAGACAACGACCAGTGAACGTCTGCACGGCATACTCCTTAT
JV0-6533 CTGGAAAACCTGGCGTCGTCATCTATTCTTAAAGGGCAAGGTGTAGGCTGGAGCTGCTTC
JVO-6534 TTTCGAGGGGAAACACATAACCCATTGATTTATAATCTAAGGTCCATATGAATATCCTCCTTAG
JVO-7023 GTTTTTTTTAATACGACTCACTATAGGCAAGGCGATTTAGCC

JVO-7025 AGAGACCGAATACGATTCC

JVO-7159 CGATTTAGCCTGCATTAATG

JVO-7161 CATTAATGCCAACTTTTAGCG

JVO-7163 TGGGATTAATGCAGGCTAA

JVO-7224 GCCTGCATTAATGCCAACTCATCCCTGTTTTCAGCG

JVO-7225 TTGGGAGCAGGCGTTGT

JVO-7328 5’Phosphate-CAGGGAAGTCACTGCCACTG

JVO-7692 ATGCCTGTTCAATGCGTG

JVO-7693 GTTTTTTTTTTAATACGACTCACTATAGGGAGGTTTCGGTTCCGCTTTG

JVO-7742 GCTTACGTGATGCTCTGATTTTGTTGTAAAAGAAATGTTAGGTCCATATGAATATCCTCCTTAG
JVO-7743 GTGTTTCCCCTCGAAATTCCTCGAAATTTCCTCGAATTTCGTGTAGGCTGGAGCTGCTTC
JVO-7859 AGATCACATAATCTTAACAAGAATGTTAAAAAACGCTGGAGGTCCATATGAATATCCTCCTTAG
JVO-7860 TTTATCTGTTAAAAGCCAGAAGCATTTCCTTCGCTGACTTGTGTAGGCTGGAGCTGCTTC

E1l 5’Phosphate-UUCACUGUUCUUAGCGGCCGCAUGCUC-idT?

E3 RACE GGCCGCTAAGAACAGTGAA

M13 fwd GTAAAACGACGGCCAG

M13 rev CAGGAAACAGCTATGAC

pLLacO C 5’'Phosphate-GTGCTCAGTATCTTGTTATCCG

pZE-A GTGCCACCTGACGTCTAAGA

pZE-Cat TGGGATATATCAACGGTGGT

pZE-T1 CGGCGGATTTGTCCTACT

pZE-Xba TCGTTTTATTTGATGCCTCTAGA

pZE-A GTGCCACCTGACGTCTAAGA

1idT: 3‘ inverted deoxythymidine




Table S2

Plasmid trivial

Plasmid stock

Expressed fragment Comment Origin, Marker Reference
name name
pJV300 pPL c.ontrol plasmid, expresses a ~50 nt nonsense transcript derived from rrnB ColE1, AmpR (57)
terminator
PBAD pKP8-35 pPBAD. control plasmid, expresses a ~50 nt nonsense transcript derived from rrnB pBR322, AmpR (21)
terminator
(62)
pRH800 pPuac control plasmid pBR322, AmpR
. - (62)
pPuc-RpoS pRL40.1 rpoS E. coli rpoS expressed from constitutive Puc promoter pBR322, AmpR
pPL-SdsR PKF68-3 SdsR ﬁs(l)l;i;olzzsmld based on pZE12-luc; expresses Salmonella SdsR from constitutive Piaco ColE1, AmpR This study
: A ColE1 plasmid based on pZE12-luc; expresses truncated Salmonella SdsR (starting at R .
PPL-SdsR proc. PKF73-1 SdsR proc. processing site +31) from constitutive Puiaco promoter ColEL, Amp This study
pPL-SdSR +7 pKF97-1 SASR +7 ColE1 plasmid .l)as?d on pZE12-luc; expresses truncated Salmonella SdsR (starting at ColE1, AmpR This study
+7) from constitutive Puiaco promoter
pPL-SdsR +19 pKF99-1 SdsR 419 ColE1 plasmid bgseq on pZE12-luc; expresses truncated Salmonella SdsR (starting at ColE1, AmpR This study
+19) from constitutive Priaco promoter
; . ; ; 50
pPL-TMA pFS135 TMA ColE1 plasmid bgse(_l on pZE12-luc; expresses truncated Salmonella MicA (starting at ColE1, AmpR (50)
+23) from constitutive Priaco promoter
ColE1 plasmid based on pZE12-luc; expresses truncated Salmonella SdsR (+14-32) R .
PPL-SdsR-TMA pKF105-1 SdsR-TMA fused to +23 of Salmonella MicA from constitutive PLiaco promoter ColET, Amp This study
pPL-SdsR* pKF101-26 SdsR* ColEll pla‘smld based on pZE12-luc; expresses Salmonella SdsR with SNE G26C from ColE1, AmpR This study
constitutive Puiaco promoter
pBAD-SdsR pKP19-8 SdsR expresses Salmonella SdsR from arabinose-inducible Pgap promoter ColE1, AmpR This study
57
afp pJV859-8 afr Control plasmid, expresses gfp from constitutive Pieto-1 promoter pSC101* CamR 7)
) . —_— (52)
D+3::gfp pVP192-1 ompD+3::gfp expresses ompD+3::gfp translational fusion from constitutive P Ltet0.1 promoter pSC101* CamR
. . _— (52)
D+45::gfp pVP188-1 ompD+45::gfp expresses ompD+45::gfp translational fusion from constitutive P Leto-1 promoter pSC101* CamR
. . _— (52)
D+78::gfp pVP206-1 ompD+78::gfp expresses ompD+78:: gfp translational fusion from constitutive P Ltet0-1 promoter pSC101* CamR
(52)
D+99::gfp pvP207-1 ompD+99::gfp expresses ompD+99::gfp translational fusion from constitutive P Leto-1 promoter pSC101* CamR
* 5 _ .
psdsR pVP203-1 SdsR; SraC gf{(}:;(())terplasmld based on pZE12-luc; expresses Salmonella SdsR from endogenous pSC101* AmpR This study
3 i . pSC101* plasmid based on pZE12-luc; expresses Salmonella SdsR from endogenous « R .
psdsR C-13G pKF106-2 SdsR; SraC promoter with SNE (C-13G) pSC101*, Amp This study
: 3 . pSC101* plasmid based on pZE12-luc; expresses Salmonella SdsR from endogenous « R .
psdsR C-13A pKF107-1 SdsR; SraC promoter with SNE (C-13A) pSC101* Amp This study
3 3 . pSC101* plasmid based on pZE12-luc; expresses Salmonella SdsR from endogenous « R .
psdsR C-13T pKF108-3 SdsR; SraC promoter with SNE (C-13T) pSC101*, Amp This study
52
pompD pVP42-3 ompD ompD complementation plasmid; expresses ompD from its own promoter pSC101*, CamR (52)
ompD* KF109-1 ompD* expresses ompD* (C46G) from its own promoter SC101* CamRk This stud
pomp. P p. p p. p: p y




(70)

pZE12-luc luc general cloning plasmid ColE1, AmpR

pVP003 luc general cloning plasmid; low copy version of pZE12-luc pSC101*, AmpR (57)

pBAD Myc-His A pBAD expression plasmid Invitrogen
pKD4 template plasmid KanR oriRy, AmpR (58)
pen Tty s it resses K60 | o g | ()
pCP20 FLP - ci857 Temperature-sensitive Flp recombinase expression plasmid gi;lROl, Ampf, (103)
pKG136 For FLP-mediated lacZ-Y integration to construct transcriptional lac fusions oriR6K, KanRr J.M. Slauch




Table S3

Trivial name in the manuscript | Bacterium Stock name | Genotype; relevant markers Source/reference
wild-type S. typhimurium JVS-0007 SL1344 hisG rpsL xyl laboratory stock
wild-type E coli JVS-5105 relA+ derivative of MC4100 (araD139 (argF-lac)205 flb-5301 pstF25 rpsL150 | T.Nystrém; (104)
deoC1 relA1)
wild-type Shigella flexneri | JVS-0012 BS 176; plasmid cured derivative of S. flexneri MOOT Arturo Zychlinsky; (105)
ArpoS S. typhimurium JVS-5487 SL1344 ArpoS::CmR K. Tedin (KT4676)
sdsR::lacZ S. typhimurium JVS-8717 SL1344 sdsR::lacZ::Kan® This study
osmY::lacZ S. typhimurium JVS-9145 SL1344 osmY::lacZ::KanR J. Casadesus (SV6068)
S. typhimurium JVS-0028 SL1344 AsdsR::KanR (27)
AsdsR S. typhimurium JVS-8827 SL1344 AsdsR This study
AompD S. typhimurium JVS-0735 SL1344 AompD::KanR (57)
AsdsR AompD S. typhimurium JVS-8434 SL1344 AsdsR AompD::KanR This study
S. typhimurium JVS-6999 SL1344 [rluC-rne]lG::cat L. Bossi; (74)
S. typhimurium | JVS-7000 SL1344 [rluC-rne]lG::cat rne-3071 (ts) L. Bossi; (74)
rne-ctrl. S. typhimurium JVS-9549 SL1344 [rluC-rne]lG::cat AsdsR AmicC ArybB AinvR This study
rne-TS S. typhimurium JVS-9550 SL1344 [rluC-rne]lG::cat rne-3071 (ts) AsdsR AmicC ArybB AinvR This study
S. typhimurium JVS-8799 SL1344 AsdsR AmicC ArybB AinvR This study
S. typhimurium JVS-8827 SL1344 AmicC ArybB AinvR This study
S. typhimurium JVS-8798 SL1344 AsdsR AmicC AinvR This study
Ptet ompD S. typhimurium JVS-9488 SL1344 CmR::Pyieto-1-ompD This study
Pret ompD AmicC ArybB AinvR S. typhimurium JVS-9491 SL1344 AmicC ArybB AinvR CmR::Pyteto-1-ompD This study
Pret ompD AsdsR AmicC AinvR S. typhimurium JVS-9655 SL1344 AsdsR AmicC AinvR CmR::Pyieto-1-ompD This study
AsdsR ompD S. typhimurium JVS-9154 SL1344 AsdsR CmR::ompD This study
AsdsR ompD* S. typhimurium JVS-9155 SL1344 AsdsR CmR::ompD* This study
ArelAAspoT S. typhimurium JVS-1505 SL1344 ArelA AspoT211::Tn10 K. Tedin (KT4478)
AsdsRArpoS S. typhimurium JVS-9551 SL1344 AsdsR ArpoS::KanR This study
S. typhimurium JVS-0051 SL1344 AmicC::Kan® 27)
S. typhimurium JVS-0127 SL1344 ArybB::KanR (21)
S. typhimurium JVS-0175 SL1344 AinvR::KanR (53)
APsraC S. typhimurium JVS-9251 SL1344 APsraC This study
E. coli JVS-1382 MC4100 ArpoS::Tn10 S. Altuvia
ArpoS E. coli JVS-9322 MC4100 relA+ ArpoS::Tn10 This study
APsraC E. coli JVS-9312 MC4100 relA+ APsraC This study
TOP10 E coli F- mcrA A(mrr-hsdRMS-mcrBC) ®80lacZAM15 AlacX74 recA1 araD139 A(ara- Invitrogen

leu)7697 galU galK rpsL endA1 nupG A-
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