
Tos3        11 ..LPRSSLLYNNASNSSSRIKETRKVKLLYNPLTKR.....Q...ILNNFEILATLGNGQ
Pak1        94 ..TPTTTSSFCSSGSSKNKVKETNRISLTYDPVSKR.....K...VLNTYEIIKELGHGQ
CaMKKβ     121 CICPSLPYSPVSSPQSSPRLPRRPTVESHHVSITGM.....QDCVQLNQYTLKDEIGKGS
LKB1         7 QQLGMFTEGELMSVGMDTFIHRIDSTEVIYQP..RR.....KRAKLIGKYLMGDLLGEGS
Elm1        39 TSSFGSSFSQQKPTYSTIIGENIHTILDEIRPYVKKITVSDQDKKTINQYTLGVSAGSGQ
Consensus  121    p ss s   s  ss rik   tv l y pltkr     q   ilnny i   lG Gq

Tos3        61 YGKVKLARDLGTGALVAIKILNRFEKRS....GYSL.......QLKV.EN..........
Pak1       144 HGKVKLARDILSKQLVAIKIVDRHEKKQRKFFTFIK.......SSKISEN..........
CaMKKβ     176 YGVVKLAYNENDNTYYAMKVLSK..KKLIRQAGFPR.......RPPPRGTRPAPGGCIQP
LKB1        60 YGKVKEVLDSETLCRRAVKILKK..KKLRR.............................I
Elm1        99 FGYVRKAYSSTLGKVVAVKIIPKKPWNAQQYSVNQVMRQIQLWKSKGKITTNMSGNEAMR
Consensus  181 yGkVkla d  t  lvAiKil k  kk  k   y           k              

Tos3        99 ....PRVNQEIEVMKRCHHE.NVVELYEILNDPESTKVYLVLEYCSRGPVKWCPENKMEI
Pak1       187 ....DKIKREIAIMKKCHHK.HVVQLIEVLDDLKSRKIYLVLEYCSRGEVKWCPPDCMES
CaMKKβ     227 RGPIEQVYQEIAILKKLDHP.NVVKLVEVLDDPNEDHLYMVFELVNQGPV.......MEV
LKB1        89 PNGEANVKKEIQLLRRLRHK.NVIQLVDVLYNEEKQKMYMVMEYC......VCGMQEM.L
Elm1       159 LMNIEKCRWEIFAASRLRNNVHIVRLIECLDSPFSESIWIVTNWCSLGELQWKRDDDEDI
Consensus  241     drvk EI vmkrlhh  nvv LievLddp s kvylVleycs g v wc    mei

Tos3       154 .KAVGPSILTFQQ....SRKVVLDVVSGLEYLHSQGITHRDIKPSNLLISSNGTV.KISD
Pak1       242 .DAKGPSLLSFQE....TREILRGVVLGLEYLHYQGIIHRDIKPANLLISGDGTV.KISD
CaMKKβ     279 .PTLKP..LSEDQ....ARFYFQDLIKGIEYLHYQKIIHRDIKPSNLLVGEDGHI.KIAD
LKB1       141 .DSVPEKRFPVCQ....AHGYFCQLIDGLEYLHSQGIVHKDIKPGNLLLTTGGTL.KISD
Elm1       219 LPQWKKIVISNCSVSTFAKKILEDMTKGLEYLHSQGCIHRDIKPSNILLDEEEKVAKLSD
Consensus  301    v p ils  q    ar vv dvv GlEYLHsQgiiHrDIKPsNlLis dgtv KisD

Tos3       208 FG..VAM.STATGSTNIQSSHEQLLKSRALGTPAFFAPELCSTEKEY.............
Pak1       296 FG..VSLAASSTNSSDSSESLDELELAKTVGTPAFFAPEMCLGEDAFTRYNLTKENLFRG
CaMKKβ     331 FG..V........SNEFKGS..DALLSNTVGTPAFMAPESLS..........ETRKIFSG
LKB1       195 LG..VAEALHPFAADDTCRTSQ........GSPAFQPPEIANGLDTFS............
Elm1       279 FGSCIFTPQSLPFSDANFEDCFQRELNKIVGTPAFIAPELCHLGNSKRDFVTD.......
Consensus  361 fG  v    t   s d   s     l r vGtPAF aPElc     y             

Tos3       252 SC.SSAIDIWSLGVTIYCLLFGKLPFNANSGLELFDSIINKPLEFPSYEEMLNGATSGIT
Pak1       354 SCISFMIDIWAVGVTLYCLLFGMLPFFSDFELKLFEKIVNDPLKFPTFKEIQSNKVSKVS
CaMKKβ     369 K....ALDVWAMGVTLYCFVFGQCPFMDERIMCLHSKIKSQALEFPDQPDIA........
LKB1       233 ...GFKVDIWSAGVTLYNITTGLYPFEGDNIYKLFENIGKGSYAIP..............
Elm1       332 ...GFKLDIWSLGVTLYCLLYNELPFFGENEFETYHKIIEVSLSSKINGNTLNDLVIKRL
Consensus  421     f iDiWslGVTlYcllfg lPF ad  l lfdkIi   l fp   em         

Tos3       311 M.EEYT...DAKDLLKKLLQKDPDKRIKLADIKVHPFMC.....HYGKSDAASVL...TN
Pak1       414 CEEEYE...MAKDLLLKLLEKNPQKRMTIPAIKKHPFVS.WDFDHVPENDEKLLS...SV
CaMKKβ     417 .....E...DLKDLITRMLDKNPESRIVVPEIKLHPWVTRHGAEPLPSEDENCTLVEVTE
LKB1       276 .GDCGP...PLSDLLKGMLEYEPAKRFSIRQIRQHSWFRK...KHPPAEAPVPIPPSPDT
Elm1       389 LEKDVTLRISIQDLVKVLSRDQPIDSRNHSQISSSS.VNPVRNEGPVRRFFGRLLTKKGK
Consensus  481   ee      lkDLlkklleknP kri l  Ik hpfv     dh p  d   vl   t 

Tos3       359 LETFHELKVSPP.......SSCKRVELVSLPVNSSFASLDSVYMENFDHNNLRTGADRNS
Pak1       467 LE..QKLRF...........QCNQTDQFE.PISISKHELKNAV......SGVGKKIKESV
CaMKKβ     469 EEVENSVKHIPSLATVILVKTMIRKRSFGNPFEGSRREERSLSAPGNLLTKQGSEDNLQG
LKB1       329 KDRWRSMTVVPYLEDLHGADEDEDLFDIEDDIIYTQDFTVPGQVPEEEASHNGQRRGLPK
Elm1       448 KKTSGKGKDKVLVSATSKVTPSIHIDEEPDKECFSTTVLRSSPDSSDYCSSLGEEAIQVT
Consensus  541  e    lk  p l          rve    pv  s   lks        s lg       


