
Additional file 3
Affymetrix data from RNA samples, prepared from inguinal lymph nodes of three DA rats and three E3 rats injected with
150 µl pristane 8 days before analysis. The RNA samples were prepared and analyzed individually for these rats. The dif-
ferentially expressed genes are presented as DA versus E3 rats. The Affymetrix data was analyzed statistically using the
D-chip software and sorted on the absolute t-statistic. Fifteen genes with the highest probability of being downregulated
and fifteen genes with the highest probability of being upregulated are presented. These thirty genes were regarded as
differentially expressed by this method.


