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Structural homology between the human fur gene product
and the subtilisin-like protease encoded by yeast KEX2
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In previous studies, we have described a human genomic DNA
fragment of about 21 kbp which was found immediately upstream
of the fes/fps proto-oncogene and contained genetic sequences O
of a new gene that we called fir (1). Now we present the complete R e e e S R e R e O
nucleotide sequence of the fur coding sequences and the deduced T T ACOOMGEATeEa T T OB EAGATETTCOSACTATTACCACT
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amino acid sequence of the fir product furin. From computer T S -
analysisitapmaredthatthededucedfurinsequenceexhibited RPRHSRLQREPQY QWLEQQVAKRRTEKRDYTYGQEPTDOPKEFPQ
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a striking homology to the subtilisin-type serine protease encoded T T AA AL 08T 0000CAROTACACACGOCACOGCATTOTLTCTECATE AT TC AT
by the KEX2 gene of yeast Saccharomyces cerevisiae (2). In the cersenn  rontcerookoomarTATGTEA ke OACeCT o000t A ACH TR AR GEACECeRCACRTOTos o
sub .].sin-]c] e do . ( derlined with a so]id line) s c ] P D L.A ] T D P G.A s r bl) v '6; Q0 PAD P Q.P R Y T QM IAD 1] :oo‘l C T ll C A G

Simﬂaﬂtyisalsofoumwnhthecatalyﬁcdomainsofthesubtﬂisins !VAAVAIIGV:OVGVAYIAIXGGVINI.DG!VfDAVIAISL'
thermitase (3) and subtilisin BPN’ (4). The potential AT ECACATCTACAOTOCOE 000G ATOACEOEARGACATTOSATOO0 103
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transmembrane domain is underlined with a broken line. These oo . e  m .
Observations Sllggests that furin is a prime candidate for a cne.cnufxrv.ul|;oc-cfnt-.nsc.-co";xrw:os11~1|.sfssu.
mammalian precursor protein processing enzyme. T T o T P T e
. 1100 . . . B 1150 . B . . 1200

REFERENCES T E S HTGCTS A S APLALNK 05: I A LT LEANTEKD N KLTWRDMOQHLYVQT
. . . 1, . . . . 1300 .

1. Roebroek,A.J.M., Schalken,J.A., Leunissen,J.A.M., Onnekink,C., SKPANLNANDVATNGCVORKYSHSYCYOLLDAGCANY AL ATN
Bloemers,H.P.J. and Van de Ven,W.J.M. (1986) EMBO J. 5, 2197-2202. sk xu?; TS TEACEGAAAGACA TG :'“"’ oo T

2. Mizuno,K., Nakamura,T., Oshima,T., Tanaka,S. and Matsuo,H. (1988) o ) ) . e ) ) ) e )
BiOdlem‘ Biwhys‘ Res‘ &mw" l“’ 246_254‘ I TRLEMHAQARLTLSYNRRGD DLATIHLYSPMNGTRSTLLAARTP

3. Meloun,B., Baudys,M., Kostka,V., Hausdorf,G., Frommel,C. and . , . e . . . . s . . .
Hohm’w'E.(IQSS)FEBsuul&,195_2(x) W DYSADGTFRMNDUWAPMNTTHSWDEDSPSGEUWVYLETEHNTSEHA NN T

4. Markland,F.S. and Smith,E.L. (1967) J. Biol. Chem. 242, 5198—5211. iccmaTren : ; ; ccTocAn ; : : ocreTotmn

GTLTKFTLVYLYGTAPEGLTPVYPPESSGCHKTLTSSQACVVCE
1850 . . . . 1900

caceeTTCT
EGFSLHQKSCVQHCPPGTFAPQYLDTHYSTENDVYETTIRASSV
1950 . . . . 2000

CAPCHASCATCQGPALTDCLSCPSHASLDPVYEQTCSROQSQ
2050 . . . . 2100 . . . . 2150

$SRESPPQQQPPRLPPEVEA ANGCQQRLRAGLLPSHLEPELYVAGL

2200 . . . . 2250

2300 . . . . 2350 . . . u180
GLPPEAWQEECPSDSETEDEGRSGERTAFTIKDQSALS®

* To whom correspondence should be addressed



