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gaattcgggggaggtgagtgcctggectggtgeggteectetgetgtgcacagatgtgcagacgtgggecttggcatggtcagtgcacge 90
EFGGGET CLAWCGPSAVHRCADVGLGMVSAR
acagcgccaggcaagagcggtgagcggggcgcctatgcctccttcgggagagacgcaggcgtgggcggcctgactcaggctggcttcctg 180
T AP S A Y A S F G A GV G G TQAGTFL

tcaggcgagctggccctcaacagccccgggcccctgtccccttcgggcatgaaggggacctcccagtactacccctcctactccggcagc 270
S GEL AL PLSPS M G TSQYYPSYSGS
tcccggcggagagcggcagacggcagcctagacacgcagcccaagaaggtccggaaggtcccgccgggtcttccatcctcggtgtaccca 360
SRRRAADGSLDTOQPKIKVRKVYPPGLZPSSVYSFP
cccagctcaggtgaggactacggcagggatgccaccgectacccgtecgeccaagacccccagecagcacctatceccgeccecttctacgtg 450
PSS GEDYGRDATA P S v

gcagatggcagcctgcacccctcagecgagetctggagtccccecgggecaggegggcttegggeccatgetgggtgggggcteatecceg 540
ADGSLHPSAELWSPPGOQAGTFGPMLSGSGSGSSTP

L PL P
cagctgcatggagcagaggtgaacggtgggctcccatctgcatcctccttctcctcagcccccggagccacgtacggcggcgtctccagc 720
QL HGATE NGGLPSASS ST FSSAPSGA G V
cacacgccgcctgtcagcggggccgacagcctcctgggctcccgagggaccacagctggcagctccggggatgccctcggcaaagcactg 810
HTPPVSGADSLLGSRGTT G SSGDALGKA AL
gcctcgatctactccccggatcactcaagcaataacttctcgtccagcccttctacccccgtgggctccccccagggcctggcaggaacg 900
ASTYSPDHSSNNTFSSSPSTEPYV P Q L T
tcacagtggcctcgagcaggagcccccggtgccttatcgcccagctacgacgggggtctccacggcctgcagagtaagatagaagaccac 990
S QWPRAGAPGALSZPSYDGGLHGLAOQSIKTITETDH

ctgcccctcccgcccggtagcggcccggtgggcagcagtggaagcagcagcacgtttggtggcctgcaccagcacgagcgtatgggctac 630
PGS G S GS SSTFGGLHAOQHETRHM

ctggacgaggccatccacgtgctccgcagccacgccgtgggcacagccggcgacatgcacacgctgctgcctggccacggggcgctggcc 1080
L DEATUHVL AV GTAGTDNM TLLPGHGATLA
tcaggtttcaccggccccatgtcgctgggtgggcggcacgcaggcctggttggaggcagccaccccgaggacggcctcgcaggcagcacc 1170
S F TGP MS LG R HAGIL G GSHPEDGLAGS ST
agcctcatgcacaaccacgcggccctccccagccagccaggcaccctccctgacctgtctcggcctcccgactcctacagtgggctaggg 1260
S LMHNHAALZPSOQPGTLPDLS SR RPPDSYSGTLS®G
cgagcaggtgccacggcggccgecagcgagatcaagcgggaggagaaggaggacgaggagaacacgtcageggctgaccactecggaggag 1350
RAGATAAASTETIIKRTETEKTEDTETENTSAADUHSTETE

gagaagaaggagctgaaggccccccgggcccggaccagtacggacgaggtgctgtccctggaggagaaagacctgagggaccgggagagg 1440
EK KELKAPRARTSTDTE/V S LEEKTD R D RER

cgcatggccaataacgcgcgggagcgggtgcgcgtgcgggatattaacgaggccttccgggagctggggcgcatgtgccagatgcacctc 1530
RMANNA E RV VRDINE F RELGRMECAOQMHL
aagtcggacaaagcgcagaccaagctgctcatcctgcagcaggccgtgcaggtcatcctggggctggagcagcaggtgcgagagcggaac 1620
KSDKAQTIKTULLTIULOQQAVQVILGLTEOQQVRETRHN

ctgaatcccaaagcagectgtttgaaacggcgagaagaggaaaaggtgtcaggtgtggttggagacccccagatggtgectttcagetcce 1710
LNPKAACLIKRRETEEKVSGVVGDPQMVLSA AP
cacccaggcctgagcgaagcccacaaccccgecgggcacatgtgaaagggacccaggetcatgctctgaactctggctgagaggatgetg 1800
HPGLSEAHNTPAGHM®™*
ctcaggagccagcacaggacaccccccaccccaccccaccatgtccccattacaccagagggccatcgtgacgtagacaggatgccaggg 1890
gcctgaccagectcccccaatgetggggagcatccctgggectggggecacacctgetgecctecctetgtgtggtccaagggcaagagt 1980
ggctggagccgggggactgtgctggtctgagccccacgaaggecttgggetgtgcgtecgaccctgetgcagaaccagecagggtgtecce 2070
tcgggeccatctgtgtcccatgtcccagcacccaggectetetecaggtctecttttetggtettttgeccatgagggtaaccagetcttc 2160
ccagctggctggggactgtcttgggtttaaaactgcaagtctectaccctgggateccateccagttecacacgaactagggcagtggteca 2250
ctgtggcacccaggtgtgggectggctagetgggggecttcatgtgeecttecatgecectecctgecattgaggecttgtggacccctggg 2340
ctggctgtgttcatccccgetgcaggtegggegtetecceccgtgecactectgagacteccacegttaccecccaggagatectggactg 2430
cctgactceccctecccagactggettgggagectgggecccatggtagatgcaagggaaacctcaaggecagetcaatgectggtatetg 2520
cccccagtccaggecaggeggaggggaggggctgtecggetgectetecctteteggtggetteccctgegecctgggagtttgatctet 2610
taagggaacttgcctctcectettgttttgectectggecctgeccctaggtetgggtgggcagtggecccatagectetggaactgtgeg 2700
ttctgcatagaatte 2715

Figure 1. The numbers at the right indicate the nucleotide positions. The flanking EcoR1 recognition sequences are derived from the lambda gt11 cloning vector.



