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Figure 1 shows the nucleotide sequence and corresponding amino ~ REFERENCE
acid sequence of cDNA E2 -2, encoding the transcription factor

1. Henthorn,P., Kiledjian,M. and Kadesch,T. (1990) Science in press.
ITE-2 (1). !

gaattcgggggggtagaagacagaagtagctcagggtcctgggggaatggaggacatccaagcccgtccaggaactatggagatgggact 90
EF GGV ED G S N GGHP P S RNYGDGT
ccctatgaccacatgaccagcagggaccttgggtcacatgacaatctctctccaccttttgtcaattccagaatacaaagtaaaacagaa 180
P YDHMTSRDIL S HDNLSPPFVNSRTIU QSTZ KTE
aggggctcatactcatcttatgggagagaatcaaacttacagggttgccaccagcagagtctccttggaggtgacatggatatgggcaac 270
RGSYSSYGRESNLAO QGCHOQQSLLGGTDMDMGN
ccaggaaccctttcgecccaccaaacctggttcccagtactatcagtattctagcaataatccccgaaggaggectcttcacagtagtgee 360
KPGSQYYQYSSNNPRRRPLHSSA
atggaggtacagacaaagaaagttcgaaaagttcctccaggtttgccatcttcagtctatgctccatcagcaagcactgeccgactacaat 450
MEVQTKKVRKVYPPGLPSSVYAPSASTATDYN
agggactcgccaggctatccttcctccaaaccagcaaccagcactttecctagetecttcttcatgcaagatggccatcacagcagtgac 540
R DS P YPSSKPATSTTFPSSTFTFMQDGHHSSD
ccttggagctcctccagtgggatgaatcagcctggctatgcaggaatgttgggcaactcttctcatattccacagtccagcagctactgt 630
P WS S S S M NQPGYAGMLGNS ST SHTIUPAQSSSYTC
agcctgcatccacatgaacgtttgagctatccatcacactcctcagcagacatcaattccagtcttcctccgatgtccactttccatcgt 720
S LHPHERLSYPSHSSADINSSTLPPMSTTFHTR R
agtggtacaaaccattacagcacctcttcctgtacgcctcctgccaacgggacagacagtataatggcaaatagaggaagcggggcagcc 810
SGTNUHYSTSSCTPPANGTTHD I M ANRG S A
ggcagctcccagactggagatgctctggggaaagcacttgcttcgatctattcttcagatcacactaacaacagcttttcatcaaaccct 900
G SSQTGDALGIKA AL ST Y S SDHTNNSTFSSNTEP
tcaactcctgttggctctcctccatctctctcagcaggcacagctgtttggtctagaaatggaggacaggcctcatcgtctcctaattat 990
S TPV GSPPSLSAGTAVWSRNGSGI QASTSST®PNY
gaaggacccttacactctttgcaaagccgaattgaagatcgtttagaaagactggatgatgctattcatgttctccggaaccatgcagty 1080
EGPLHSLOQSRTIEDR RLETRLDDATIHVLR RNHALWYN
ggcccatccacagctatgcctggtggtcatggggacatgcatggaatcattggaccttctcataatggagccatgggtggtctgggctca 1170
G PSTAMP G HGDMHGTITIGZPSHNSG M GG L G
gggtatggaaccggccttctttcagccaacagacattcactcatggtggggacccatcgtgaagatggcgtggccctgagaggcagccat 1260
G TGLLSANRHSLMVGTHRTETHD A LR S H
tctcttctgccaaaccaggttccggttccacagcttcctgtccagtctgcgacttcccctgacctgaacccaccccaggacccttacaga 1350
SLLPNQVPVPQLPVQSATSPDLNTPPAQDTPTVYR
ggcatgccaccaggactacaggggcagagtgtctcctctggcagctctgagatcaaatccgatgacgagggtgatgagaacctgcaagac 1440
GMPPGLOQGQSVSSGSSETIKSDIDTEGDTENIL QD
acgaaatcttcggaggacaagaaattagatgacgacaagaaggatatcaaatcaattactagcaataatgacgatgaggacctgacacca 1530
K E D K K D DK KDTIIKJ STITSN D DED
gagcagaaggcagagcgtgagaaggagcggaggatggccaacaatgcccgagagcgtctgcgggtccgtgacatcaacgaggctttcaaa 1620
EQKAERTESKTERRMANNARETRLRVRDTINTEARBLKTFLK
gagctcggccgcatggtgcagctccacctcaagagtgacaagccccagaccaagctcctgatcctccaccaggcggtggccgtcatcctc 1710
E tLt G R M Vt Q L HL tK SDKPQTKTLLTILHOQAVAVTIL
agtc ggagcagcaag ccgagaaaggaatctgaatccgaaagetgcgtgtctgaaaagaagggaggaagagaaggtgtcctcggagect 1800
S Q Q VRERNLNPIKAACLK Rg Rggg A gK 93 gS S gg gP
ccccctctctccttggccggcccacaccctggaatgggagacgcatcgaatcacatgggacagatgtaaaagggtccaagttgccacatt 1890
PPLSLAGPHPGMGDASNH Q
gcttcattaaaacaagagaccacttccttaacagctgtattatcttaaacccacataaacacttctccttaacccccatttttgtaatat 1980

aagacaagtctgagtagttatgaatcgcagacgcaagaggtttcagcattcccaattatcaaaaaacagaaaaacaaaaaaaaaaaaaaa 2070
aaaacccgaattc 2083

Figure 1. The numbers at the right indicate the nucleotide positions. The flanking EcoR1 recognition sequences are derived from the lambda gt11 cloning vector.



