Figure 2A INFORMATION STORAGE AND PROCESSING

Translation, ribosomal structure and biogenesis (J)
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Figure 2B CELLULAR PROCESSES (1)

Cell division and chromosome partitioning (D)
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Figure 2C CELLULAR PROCESSES (2)

Cell envelope biogenesis, outer membrane (M)
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Figure 2D METABOLISM (1)

Energy production and conversion (C)

Nucleotide transport and metabolism (F)
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Figure 2E

METABOLISM (2)

Coenzyme metabolism (H)
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Figure 2F
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