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-2251 CTGCAGCCTGAACGCGGGAGAAGCAGCCTTGCAGTGCACCCTGCCCGTTATGTGCACTAGACT TTAGGGGACT TGCCCAGTGACGTGCA
-2160 AACTTTGAGCCAATGGCACCGTCGCATGCCCGGAGGGGCGAGGCACTAAGGGCCAACCCTCCTTGCCTAGCCCGCCTCCTCCTGGGGTTGGCCCGGGCGGGGCCCAAGCTGCTCCCCG
-2040 GGCCAGGCCACCACTCCCTTCCAGCTACCCTAGCTGGGGCTCCCGAGAGAGAAATCTGGGACTGCTGTGCGACCCGCCARCCACCCAGGCGCTGTCTGGAAGTGCTACCTGTTCATGT
~-1920 GTCACCTGTGCGGGTTGGAAGGTCTCTGGACGCCAGTGGCAGTGGGTGCATTTTCTTTTAGGAACAGAAAGAACAAGCTCACCCGGACACGCACACACAGGCACARACGCACCCTGCT
-1800 CTGGGACGTGCTCAGACTTATGCCGAACCACAGCCACAGACACCGAGACACACCCGCGCCCGCTCATGCTGGAGACGACAGCTGTCTCCTGGTCCARCACAGAGAGGTGGCTATAAAC
-1680 ACTCAGGAACACCCAGAAGCAAGCTGAAAGAAACACACACAAGGGCTCCGGTGGAGACATGGAGTGCGGATCACTTAGACACCGGTGTTCACATCCAGGTACTACCCTCCTCTAGCAC
-1560 ATAAATGACACCCCCATTCGCAGACACCCAGTGTATTCCCTTTCAGTTATTTGGCAAGAACACAGGAGGTGACTCCAACAGCTACAGAGTTTCTARGCACACTTGGTGAAAAATATTT
-1440 TTGGCGTCCTCCCTCCTTGAGAACATGCAGGCAACCGCACCAAGGCAGTAACTTCGCCCTTTGCATTTCTTTAGGAAT TGATGTGTACGCACTTGGGGAGAGTTGGGGTGGGGGTGTT
-1320 TCTTAATTCTTGGGAGTGTGGCATCATTTTTCTTGT TATATGGTGGATATCCAGGGATGCATTGAAAACGAAAATGCAAGAATT TTCTTTTTGAARATAAAAARAAATAAACTACATT
<1200 TTATGTTATGCGCATGGGAGTCTTATCTCTGTGT TTGTCTGTGCACCACGTTTGTGCATGT T TTGGAGGTCAGGAGAAAGAGAGCATCAGATTCCCTAGGACTGAATATACAGATAGT
~-1080 CAACACACAAGCTGCCTTTGTGAGTGCTGGCAATCGAACCCTGGTCCTCTGGAAGTCAGCCAATGCTCTTAACCACTGAGCTGTCTCTCCAGTCTGCATGATCTTCTTTTCAAACAAT
=960 CTTAAGTAACTCCTTTGTAATTATAAAAGTGT TAACTGTATTAATTGTATTTGTTGGCTGGATAATTAGCTAATCTTTTAGGCTATGTCATGTGARCCTGCCACCACTGGGCCTTTTC
-840 TCTTTAAARAACCCCCACAATTTCATATAATTCATTATATTAAARATGTGTTTTCTGAAGTCCATTTTAAAACTACAGAAAGAAAATGATAGTTTTTCCTTCCCATTTAAAAAAARCA
=720 AGACCAAGACTAAGAT TTCATGAAACACCAACCTTTGCAGCTGGCAAGTGACTGTTGCGGAAARAAAT TAAT TTTCAAGGTTTGATTTCACGTGTATTATAT TTGATAGACCAARAGT
-600 TTCACATGGAATAAGCAAACATACTTTGTAGATTACATAATAACATAACAATGGCTGACATTTAGGGACATTCCGTTTGTGCATTATTGCATTTAATCCTTCCCACAATCCCACGGGG
-480 ATTTTTAGCTCCAATGGGGCTCAAAGAGGCAAATCACT TGCCCATGGACACTGGCCAGGCAGCACCAGAATCTGARTCGGAACCTARATCTGTCTGATTCTAAGGTCCATTTCCTTGE
-360 CCTTTCTAAGGTACTGTGTTATTCCATGTAGACGAGGGGAGGGCACAGAAGAAGCTACAACTGGGATTGGAGCACCTGAGTTGCAGGT TCACCTTGAAACTTTGACAATCATTTTCCT
-240 GTCAAACCACAAAGAAGGGATTAGTATCCCTCCATCCTGAAG GCAGCTGGCAGGCATCGCGAGCCCGGAGCACCCACGAGCTCAGTGTGCAGGACGCGCCCCCAGCAC
-120 CCACCTACGGTCTCTGAATGAAGCTTCCAGGAGTCCGCCCCC! CATCGGAGGTGCACCCGCTGAGAQUE TCTGGGCACTGAAAGCCGGTGCGCTCACCTCCCCSS
1 ATGGAGC"ACACoGGAA"GACAGCGACTTC”‘TGC”GGCACCCMTG GCGCCAGGCCACGACATCACTCAG GGGACGMGCGTGGGTGGTGGGCATGGCCATC
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e S E Q Q L G Q E K ENE L L C E G F V N C Q T P
1201 gGC(l:. TT gGC?TTgAC .s\. T CAAGGG%GG?‘ACTGT?‘AC%CMCGDA% CGSCA%TGTAGTG‘H\GGC*TTC"‘ACTC‘!‘TTMGMCGGCCCCTCCCTGACAGGACACTMCCAGAC TATTTT

1321 TTGAGTGTAATAACTTTAGAATAARATTGTATAGAGATTTTGCAGAAGGGGCACATCCTTCTGCCTTTTTTATTTTAGGTTT TTAAGC TGCAAGTGAGAGAGAGAGGGAGAGAGAGCA
1441 GAGAGEGAGAGAAGMQGAGAGMAGAGAGACTGTATTTCAGTGCTTMTGTTT‘!‘CCTTGTACAGT‘!‘CAGTTCCTCTTTGCCATGGAACTTAAMGTTTCTGTC TGAAGTGTTTGTTG
1561 CTGTCTGTTTGGACGGTGTTTCCATGTATCTACCTCACTGGTCAAGTATTAAGGATAATATATATATATATTGCTGCTGARATTCATATGTARAGGAGAGAGTTTTCTTCCTGTACCC
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Figure 1. Nucleotide sequence of the rat cardiac beta,-adrenergic receptor. Differences to be reported on cDNA sequence are boxed.



