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A rat genomic Charon 4A partial EcoRI library was screened
with rat cardiac beta2-adrenergic receptor cDNA probe and a
20mer oligonucleotide based on the published sequence (1). Three
positive clones, which were identical, were isolated from
700,000. A 4190 bp section containing a single exon was
sequenced. The gene does not share the promoter structure and
consensus sequences of the human and hamster genes (2).
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Figure 1. Nucleotide sequence of the rat cardiac beta2-adrenergic receptor. Differences to be reported on cDNA sequence are boxed.
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