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The Escherichia coli chromosomal region extending from the
end of the Isp gene to the beginning of the dapB gene was
sequenced. The Isp gene is followed by two inverted repeats
(shown as arrows) which belong to the REP/PU family (1) and
by two open reading fames, orfl49 and orJ316, which are part
of the same operon as Isp (2). A putative tanscription trination
signal is immediately followed by a third open reading fame,
orJ304, encoding a potentially membrane-bound protein. These
three open reaing frames are preded by good ribosome binding
sites (underlined twice) and could encode proteins of 17K, 36K
and 32k that have been previously described (3). Transcription
of the dapB gene (single arrow) starts 136 bp downstream of
oiJ304 (4).
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