**Supplementary Data is for On-line Consideration Only**

Supplementary data 1

Housekeeping

ACTE
MRPLID
PSMICA
RPLPD
SF3AL

Growth Factor

Signaling

Gene Set Overlap

PAMS0 and Controls

Luminal/Estrogen

BLVRA, BAGL, BCL2 CMXCS
E5R1, GPR160, FOXAL MLPH

=y e e, T N

MATI SLCIOAS, PGR, MAPT

OncotypeDx and Controls

Estrogen

ER
PR
BCL2
SCUBE2

Proliferation,/Cell Cycle

CDCS, CONEL, EXOL, CDCAL,
KNTCZ, BIRCS, CENPF, ANLM

P

CDC20, CONBY, CEPSS, MYBLZ,

GRBT, HERZ,
EGFR, FGFRA

MEIST, UBE2C, RRMZ KIF2C

PTTG1, MELK, TYMS, ORCSL,
UBEZT

Basal Phenotype

PHGDH, MIYC

CDH3, KRT17, KRT14,
KRTS, FOXC1, MI&, SFRP1,

Miscellaneous

MDMZ,
TMEMZE

ACTR3B
MMP1L

Cell Cycle

BIRCS CCNBL
MEIST
MYBL2
AUREA

Housekesping

Growth Factor
Signaling

GRE7
HER2

Miscellaneous
'd

BAG1
CD&3
GE5TM1

Invasion

MMP11
CTsL2

25




Supplementary data 2
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Supplementary data 3

Figure 1
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Figure 1 - Dashed lines mark recurrence score cut points (<18 and =31)
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Supplementary data 4
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(a) classification of 119 tumors by RS and PAMS0 (b) histologic grade:
and RS (¢) histologic grade and PAMSOD

28



