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Figure S2 Characterization of mRNAs with 3’ extensions. (A) Classification of mRNAs tailed with 2,230 3" extensions based on their gene
ontology (GO) annotations. Population comprising all expressed genes with RPKM values in fry1-6 was used as a control. (B) Loci on which
there are 5 mRNAs tailed with 3’ extensions. Their expression levels are relatively higher than those of neighboring mRNAs.
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