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SUPPLEMENTAL FIGURE LEGENDS

Figure S1. a) Pre-transfer editing reaction in the presence of cognate proline by WT, G217A, and
E218A Ec ProRS. The editing activity was monitored by quantifying the amount of AMP
formed at 37 °C using 0.5 uM enzyme and 30 mM proline. b) Deacylation of Ala-tRNA™™ by
WT, G217A, and E218A Ec ProRS. Reactions were initiated by the addition of enzyme to a final
concentration of 5 uM (based on active site titration). Deacylation in the presence of buffer is

also shown.

Figure S2. Computed RMSPs (see eq. 5 of main text) for the eigenvectors 1-10 using 5-ns
simulation data. RMSPs of the PBL were obtained using the modeled structure of Ec ProRS as
described in the main text; WT (black, solid line), G217A (gray, solid line) and E218A (black,

broken line) Ec ProRS.
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