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A

TCCTCTCTCCCTTCTGGAGTCACTTTCCCTTCCGGAATATGCAAGCTCTGGGT
GGCCCAGCCCTGCCGCCAGACTCAGTTTCCAAGTGCGGGGGAAGGAGATG
GGCGCTCTCAGCCGCGATCCCCTGGGAAGGTGGCCACTCACCTGCGCTCTG
AAATAGAAGAACAGGGCGACGCTGCAGACAACCTGGCCCAGCCcCcAGCece
AGGAGGGCCACGAACATGGAGCGGGAGGCGGCAGGGGGCTGGTGCGGCG
CAGGCGGCGGCGGGGCGTGCAGGGGGCCCTCGTGCGGGGCTCCGGGGCCG
CCGCCCATCTCCTCCGAGCCACGCAGGTACTTGGTGTAGTCTCTGCTGGCGC
GGCGCA

B
AACTTGAAGATGAATGATTGCGAACTCCCCGAAAAGGGCTCAGACAATGCC
ATGCATAAAGAGGGGCCCTGTAATTTGAGGTTTCGAACCCGAAGTGAAGGG
GTCAGGCAGCCGGGTACGGCGGAAACTCACAGCTTTCGCCCAGCGAGAGGA
CAAAGGTCTGGGACACACTCCAACTGCGTCCGGATCTTGGCTGGATCGGA
CTCTCAGGGTGGAGGAGACACAAGCACAGCAGCTGCCCAGCGTGTGCCCAG
CCCTCCCACCGCTGGTCCCGGCTGCCAGGAGGCTGGCCGCTGGCGGGAAGG
GGCCGGGAAACCTCAGAGCCCCGCGGAGACAGCAGCCGCCTTGTTCCTCA
GCCCGGTGGCTT

Figure S1. Genomic sequences explored in this study. (A) Genomic sequence
surrounding RANKL isoform I TSS. gMSP primers for the downstream CpG island are
emphasized in bold letters. CpG studied sites are underlined. Pyrosequencing primers
are shown in italic bold letters. CpG sites studied are displayed shaded in gray.

(B) Genomic sequence in the vicinity of the OPG TSS. The sequence of qMSP primers
is emphasized in bold letters. Pyrosequencing primers are shown in bold italic letters.

CpG sites are displayed shaded in gray. Those CpG sites studied both, by

pyrosequencing and qMSP, are displayed underlined and shaded in gray.



