Table 1b

Pathway ‘Cell_Cycle_KEGG // GenMAPP" 49 genes in 457 an
e

otated genes (genome.wid

86/2254, p-value: 0.000000)

1417019 5 _at

ssion__ EntrezGene
cyclin-dependent Kinase mhibitor 1A (F21) M _007669
histone deacetylase 5 NM_D10412 15184, 3.3
retinoblastoma 1 NM_009029 19645 3.17
E2F transcription factor 6 NM_033270 5049 231
transformed mouse 3T3 cell double minute AKOD4T13 17246 2.26)
gvnw\h arrest and DNA-damage-inducible 45 alpha NM_D07835 13197 2.23)
cycl AKD13312 12442 2.3
W02 mmnﬂ: arrest deficient-like 2 (yeast) BCO11262 71890 2.33)
transformation related protein & BE628014 22059 2.3
cel diision cycle 2 homolog A (. porbe) NM_D07659 12534 2.3
E2F transcription factor & BCO03220 13559 2.9
prolierating cell nuclear antigen BC010343 18536 2.97]
protein kinase, membrane associated tyrosinefthreanine 1 NM_023058 268930 2.97]
cyclin-dependent kinase & BM238325 12571 3.09)
CHI2 checkpoint homolog (. pornbe) NM_016651 50863 3.1
transforming growth factor, beta 1 NM_D11577 21803 3.13)
origin recognition :nmp\ex subunit 2-fike (5. cerevisiae) BEA30576 18393 3.4
wee 1 hornolog (5 NM_009516 22390 3.46)
budding uninhibited hy hendimidazois 3 homalog (5. cerevisiae) BB654550 12237, 351
cyclin NM_D07633 12447 3.75)
rinichromosare maintenance deficient 4 homolog (5. cerevisiae) BC013094 17217, 3.83)
cell division cycle 25 homalog A (5. cerevisiag) 76113 12530 3.86)
retinoblastorma-like 1 (5107) w177 19850 3.9
cyclin B1 AUDI5121 268697 4.0
minichromosome maintenance deficient 6 (5. cerevisiae) NM_D0B567 17219 4.39)
cel diision cycle 7 (5. cerevisiae) ABD1B574 12545 4.46)
cyclin A2 75483 12428 4.62)
polo-like kinase 1 (Drosophila) NM_011121 18817, 4.8
minichromosorme maintenance deficient 2 mitatin (5. cerevisiae) BEGI941 17216 4.97]
cyclin B11 NM_007629 12423 fif 268697 5.28)
cell division cycle 20 homalog (5. cerevisiae) NM_023: 107995 5.3
origin recognition cormplex, subunit B-like (5. cerevisiag) NM_019716 56452 5.3
budding uninhibited by benzimidazoles 1 homolog, beta (5. cerevisiae) NM_D09773 1223 5.43)
S-phase kinase-associated protein 2 (pd5) AVIEIR0 27401 5.6
cell division cycle 25 homalog B (5. cerevisiag) NM_023117 12531 5.66)
pituitary tumor-transforming 1 NM_013917 30939 5.0
checkpoint kinase 1 homolog (S. pombe) NM_007631 12649 5.23)
cyclin £2 AF91432 12448 5.51
origin recognition cormplex, subunit 1-lie (5. cereviaiae) BC015073 18392 5.57]
budding uninhibited by benzimidazoles 1 homolog (5. cerevisiag) AF002823 1223 5.68)
cel division cycle 25 homalog C (5. cerevisiae) NM_D03860 12532 5.78)
minichromosame maintenance deficient 7 (5. cerevisiae) NM_008568 17220 5.86)
cell diision cycle 45 homolog (5. cerevisiae)-like NM_003852 12544, 7.23)
MAD2 (mitatic arrest o, homalog)-like 1 (yeast) NM_013499 56150 7.24)
minichromosome maintenance deficient 5, cell division cycle 46 (. cerevisiae) NM 008556 17218 2.79)
expressed sequence AABAS217 NM_D13726 27214 3.14)
minichromosorme maintenance deficient 3 (5. cerevisiae) [SEE] 17215 9.74)
extra spindle poles-like 1 (5. cerevisiag) BM200578 105988 12.38)
cel diision cycle 6 homolog (5. cerevisiae) NM_011799 23834 125

fold clmngsl
75 15.66]




